	COL1A1
	[bookmark: _GoBack]F: GGGATTCCCTGGACCTAAAG

	
	R: GGAACACCTCGCTCTCCA

	COL3A1
	F: CTGGACCCCAGGGTCTTC

	
	R: CATCTGATCCAGGGTTTCCA

	ACTA2
	F: AAAGCAAGTCCTCCAGCGTT

	
	R: GCCCTTCCACAATGCCAAAG

	MMP1
	F: CTGAAAGTGACTGGGAAACC

	
	R: GACAAACTGAGCCACATCAG

	ETV4
	F: GTCTGCGTTGTCCCTGAGAA

	
	R: AGCTTGAACTCCATTCCCCG

	MYC
	F: TAGTGGAAAACCAGCAGCCT

	
	R: CTCCTCCTCGTCGCAGTAGA

	ARID5B
	F: AGCAACATGGCCCAGTGATA

	
	R: TGGCTCAGCATTCTTCTGGT

	SOX4
	F: TGTGTTCAGGTTTATAGCTGTTGTG

	
	R: AGACGTCCTAGTGCCTGTCA

	TSC22D3
	F: CTTGCTGCTGCAACCCTTTC

	
	R: AGTGAATGGTGGGTTTGGCA

	MEF2C
	F: AGACCCTTTAATAAGTGAGTGCCA

	
	R: TCTTCACATTCCAAGAGAAGGAA

	MYBL2
	F: GATGATGTCCACACTGCCCA

	
	R: ATACCTGACAGGGTGAGGCT

	RFX8
	F: AAGAAAGCCCTGGCAAGTGA

	
	R: TGTGAAGACAGACAGCTGAGG

	POU2F2
	F: GGACCTTACCGTTGTCCCAA

	
	R: CCCCACAGCTGAGGATAAGG

	TCF19
	F: CCAGAGCCTGTCTTTCAGCA

	
	R: GTAATGGTCCTCTGTCCCGC

	MAFB
	F: GTCCTGCATCAGAAACGAGC

	
	R: CAATTTCTGTTGCGGCAGGT

	IRX5
	F: TGTCCGACATTTAACGCGGG

	
	R: ACTGCCAAGGCCATGTTTTT

	ID2
	F: GACACAAGCCTACTGAATGCTG

	
	R: AGAGTTCACAAGGTTTCACTCA

	GAPDH
	F: TTGCCCTCAACGACCACTTT

	
	R: TGGTCCAGGGGTCTTACTCC



