Figure S3

A B
FUSCC database TCGA database
Top mutated genes distributed by HER?2 statues Top mutated genes distributed by HER2 statues
HER2+ (n=146)vs  HER2+ (n=146) vs HER2-low (n=137) vs HER2+(n=127) vs HER2+(n=127) vs HER2-low (n=274) vs
HER2-low (n=137) HER2-zero (n=141) HER2-zero (n=141) HER?2-low (n=359) HER2-zero (n=274)  HER2-zero (n=359)
- P -~ | TP53 - o 7o~ TP53
ol o1 o+ PIK3CA 1o~ ag e PIKSCA
—e— | —a! —e— | ERBB2 - —o— e TTN
—er b b SPTA1 —— —— —— MUC16
—— —— o CDK12 —e— —e— — SYNE2
—a— —ek ——t LRP1B "+o— +o— —0— CDH1
—e — —el . | ATRX o o —4— GATA3
—— —q— —ro— | ATR —or— —— —To— MUC4
— o+ — o1 o— KRAS —— —i— —— MAP3K1
—ol —e —! SLX4 —eL- —el~ —b— RYR2
—— —— ———— TRRAP —— —p— —e— KMT2C
—— Te— —op KMT2C —— | —— —_—— VCAN
—lo— ho— —+o— | RB1 —_—— | —e—I —e ERBB3
e e —o L, PTPRD —o— —— —e— PTEN
——— —— —e— | ARID1A —— —o— —— USH2A
| —e—s —e— —ar— PTEN —— —1—s —to— HMCN1
-:—0—- R — —C— BRCA2 —— —O— —C— MUC17
| —e— | —— —e— | ESR1 —— —— — SYNE1
| —— —— —— PRKDC —— —-0—— —o— NF1
——— I —— Le— | KMT2D —lo— ——— L—— FAT3
——— l—o— —p— | FATH N — — —e— TBX3
6 -3 0 3 610 5 0 5 6 -3 0 3 ~5.0-25 0.0 25 3 0 3 25 00 25 50
Log odds ratio Log odds ratio Log odds ratio Log odds ratio Log odds ratio Log odds ratio
(0 = no effect, < 0 Left has more mutants) (0 = no effect, <0 Left has more mutants)
C D
FUSCC
PIK3CA TP53 PTEN n
FUSCC S
B 50 — s — 100 ns - ns 159 - . 80— il - 80— ns - ns ns ns - ns
E 40 — Sk 80— ***** Py Bim s ns ns 40— 40—
E’ 30 s * 60 - *k ns 17 ns ns - - ! =
2 21T 2 T -
£ 47 5- =2 =] . :
g 10— 20 g T 2 109 ; E.-
8 ][] o = e I
0 1 1 1 1 1 ITI 0 1 1 1 1 1 1 0 1 1 5— .I' T T hd
RB1 BRCA1 ESRI1 o- o—J H HE=
ns ns 1 1 1 1 1 1 1
- o s il TCGA
S - TS ns deskokok
'l —— ) — ] == TCGA -
E . - — ns ns — % ns
g 4- 1.0 * ns *k ns
é) 4 30— 40— E'3 ns ns ns
"E 2 0.5
S 24
Moo | (11 1
0 Ij llﬁ T T T T 0 T T T T T T 0.0 T T T T T T é)
& S R R O F S &L SF g
& AR, 5 & N o & Y & Ny M &
SIS FFSTESS SFSESE
& & & ¥ & & & & & &




