Cantharidin induces apoptosis of human triple negative breast cancer cells through miR-607-mediated downregulation of EGFR
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Fig. S1
Fig. S1. A Statistical bar graph of Fig. 1E. B Statistical bar graph of Fig. 1G. Data were expressed as mean ± SEM (n = 3).
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Fig. S2
Fig. S2. A Representative results of cell apoptosis in wild-type, EGFR-knockdown and EGFR-restored MDA-MB-231 cells at indicated treatment. B Representative results of cell apoptosis in wild-type, EGFR-knockdown and EGFR-restored MDA-MB-468 cells at indicated treatment. C Representative results of cell apoptosis in wild-type and EGFR-overexpressed MCF-7 cells.
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Fig. S3
Fig. S3. mRNA levels of EGFR in lentivirus transfected MDA-MB-231 (A), MDA-MB-468 (B) and MCF-7 (C) cells. Data were expressed as mean ± SEM (n = 3), *p < 0.05, **p < 0.01.
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Fig. S4
Fig. S4. Statistical bar graph of Fig. 4. Data were expressed as mean ± SEM (n = 3), *p < 0.05, **p < 0.01, ***p < 0.001.
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Fig. S5
Fig. S5. A, B Statistical bar graph of Fig. 5A, B. C, D Statistical bar graph of Fig. 5E, F. Data were expressed as mean ± SEM (n = 3), *p < 0.05, **p < 0.01, ***p < 0.001.
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Fig. S6
Fig. S6. A, B Statistical bar graph of Fig. 5G. C, D Statistical bar graph of Fig. 5H. Data were expressed as mean ± SEM (n = 3), *p < 0.05, **p < 0.01, ***p < 0.001.
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Fig. S7
Fig. S7. mRNA level of miR-141-5p, miR-27a-3p, miR-27b-3p and miR-548c-3p in MDA-MB-231 (A) and MDA-MB-468 (B) cells. mRNA level of miR-7-5p, miR-12120, miR-6875-3p, miR-6888-5p and miR-3118 in MDA-MB-231 (C) and MDA-MB-468 (D) cells. Data were expressed as mean ± SEM (n = 3), *p < 0.05.


[image: ]
Fig. S8
Fig. S8. Representative results of miR-607 on CCCP-induced cell apoptosis in MDA-MB-231 (A) and MDA-MB-468 (B) cells by transfected with miR-607-NC, miR-607-Mimic or miR-607-Inhibitor.
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Fig. S9
Fig. S9. A, C Statistical bar graph of Fig. 7A. B, D Statistical bar graph of Fig. 7B. E, F Statistical bar graph of Fig. 7C. G, H Statistical bar graph of Fig. 7D. Data were expressed as mean ± SEM (n = 3), **p < 0.01, ***p < 0.001.
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Fig. S10
[bookmark: _GoBack]Fig. S10. Representative results of cantharidin-induced cell apoptosis in miR-607-NC, miR-607-Mimic or miR-607-Inhibitor transfected MDA-MB-231 (A) and MDA-MB-468 (B) cells.


Table S1.  The primers have been used for RT-PCR.
	Gene/miRNA
	Primer sequences

	EGFR-F
	5’-TGCATACAGTGCCACCCAGAG-3’

	EGFR-R
	5’-GCACACTGGATACAGTTGTCTGGTC-3’

	β-actin-F
	5’-GCGTGACATTAAGGAGAAG-3’

	β-actin-R
	5’-GAAGGAAGGCTGGAAGAG-3’

	miR-607
	GUUCAAAUCCAGAUCUAUAAC

	miR-141-5p
	CAUCUUCCAGUACAGUGUUGGA

	miR-27a-3p
	UUCACAGUGGCUAAGUUCCGC

	miR-27b-3p
	UUCACAGUGGCUAAGUUCUGC

	miR-548c-3p
	CAAAAAUCUCAAUUACUUUUGC

	miR-7-5p
	UGGAAGACUAGUGAUUUUGUUGUU

	miR-12120
	UAAGGAACGCGGGGCCUUGGUAGAGC

	miR-6875-3p
	AUUCUUCCUGCCCUGGCUCCAU

	miR-6888-5p
	AAGGAGAUGCUCAGGCAGAU

	miR-3118
	UGUGACUGCAUUAUGAAAAUUCU

	U6-F
	CTCGCTTCGGCAGCACA

	U6-R
	AACGCTTCACGAATTTGCGT
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