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negative regulation of immune system process
positive regulation of response to external stimulus
inflammatory response
regulation of MAPK cascade
regulation of epithelial cell proliferation
regulation of system process
circulatory system process
response to wounding
external encapsulating structure organization
response to inorganic substance
regulation of cell projection organization
regulation of cell adhesion
enzyme-linked receptor protein signaling pathway
tissue morphogenesis
blood vessel development
positive regulation of locomotion
negative regulation of cell population proliferation
response to hormone
cell-cell adhesion
chemotaxis
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