	Supplement Table 1 | Univariate logistic regression analysis for assessing potential confounding factors

	Variables
	Univariate analysis

	
	OR (95%CI)
	p

	Diabetes history (No vs. Yes)
	0.160 (0.013-2.007)
	0.156

	Abbreviations: OR, odds ratio; CI, confidence interval.

	p value was estimated by Univariate logistic regression analysi.




	Supplement Table 2 | Comparison of alpha diversity between the IR and SR groups

	Microbiome Sources
	
	ACE
	p
	Shannon
	p
	Pielou
	p

	Tumor
	IR group
	517.600
	0.286
	4.659
	0.011
	0.560
	0.019

	
	SR group
	474.058
	
	3.948
	
	0.467
	

	Vaginal
	IR group
	571.259
	0.653
	3.748
	0.844
	0.422
	0.900

	
	SR group
	565.897
	
	3.637
	
	0.407
	

	Gut
	IR group
	802.473
	0.201
	4.186
	0.094
	0.447
	0.087

	
	SR group
	852.295
	
	4.570
	
	0.500
	

	Urethral
	IR group
	793.585
	1.000
	3.204
	0.815
	0.347
	0.653

	
	SR group
	880.526
	
	4.545
	
	0.487
	

	Oral
	IR group
	619.651
	0.931
	4.710
	0.689
	0.535
	0.497

	
	SR group
	627.559
	
	4.818
	
	0.544
	

	Abbreviations: SR = superior response; IR = inferior response.

	p value was estimated by Wilcoxon rank test.





	Supplement Table 3 | Comparison of beta diversity between the SR and IR groups

	Microbiome Sources
	Unweighted-unifrac
	
	Weighted unifrac

	
	F
	R2
	p
	
	F
	R2
	p

	Tumor SR group vs. Tumor IR group
	1.128
	0.032
	0.195
	
	2.064
	0.057
	0.050

	Vaginal SR group vs. Vaginal IR group
	0.991
	0.029
	0.473
	
	1.828
	0.053
	0.069

	Gut SR group vs. Gut IR group
	0.896
	0.026
	0.815
	
	1.990
	0.055
	0.039

	Urethral SR group vs. Urethral IR group
	0.866
	0.026
	0.729
	
	1.521
	0.044
	0.126

	Oral SR group vs. Oral IR group
	1.129
	0.032
	0.152
	
	1.515
	0.043
	0.130

	Abbreviations: SR = superior response; IR = inferior response.

	p value was estimated by permutational multivariate analysis of variance.



