endopeptidase inhibitor activity 4

extracellular matrix structural constituent conferring ... e

integrin binding -

endopeptidase regulator activity -
peptidase inhibitor activity -
peptidase regulator activity 4
sulfur compound binding -
heparin binding -
glycosaminoglycan binding -
extracellular matrix structural constituent -
cytoplasmic vesicle lumen -
secretory granule lumen -
platelet alpha granule -
endoplasmic reticulum lumen -
vacuolar lumen -

lysosomal lumen -

Description

basement membrane -
proteinaceous extracellular matrix
extracellular matrix component -
extracellular matrix -

angiogenesis -

regulation of transmembrane receptor protein ...
platelet degranulation -

connective tissue development -
cartilage development -

regulation of peptidase activity -
ossification -

skeletal system development 4

extracellular matrix organization -

extracellular structure organization -

0.05 0.10
GeneRatio

0.15

growth factor activity 4

receptor ligand activity

proteoglycan binding A

platelet—derived growth factor binding -

cell adhesion molecule binding 4

integrin binding 4

collagen binding A

extracellular matrix structural constituent conferring ... -
growth factor binding -

extracellular matrix structural constituent A
endoplasmic reticulum—Golgi intermediate compartment NA ... 1
basement membrane -

banded collagen fibril

fibrillar collagen trimer 4

complex of collagen trimers -

proteinaceous extracellular matrix -

Description

collagen trimer -

extracellular matrix component -
endoplasmic reticulum lumen 4
extracellular matrix

osteoblast differentiation -

collagen fibril organization -
epithelial cell proliferation 4
regulation of vasculature development 4
angiogenesis -

collagen metabolic process -
skeletal system development 4
ossification -

extracellular structure organization -

extracellular matrix organization -

0.04 0.08 0.12
GeneRatio

0.16

cysteine—type peptidase activity o

proteoglycan binding- e

cysteine—type endopeptidase activity A

MHC protein complex binding-

amide binding 4

peptide binding

MHC class Il protein complex binding

peptide antigen binding

immunoglobulin receptor binding

antigen binding -

immunoglobulin complex, circulating
COPII-coated ER to Golgi transport vesicle
lysosomal lumen 4

lumenal side of endoplasmic reticulum membrane

Description

integral component of lumenal side ...
clathrin—coated endocytic vesicle -

MHC protein complex A

vacuolar lumen -

clathrin—coated endocytic vesicle membrane 4

MHC class Il protein complex 4

antigen processing and presentation A

immune response-regulating cell surface receptor ... 4
antigen receptor-mediated signaling pathway 4
immune response—activating cell surface receptor ...
antigen processing and presentation of ....

antigen processing and presentation of ... A
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010 0.15 0.20
GeneRatio

tubulin binding

nucleosomal DNA binding A

cadherin binding

single-stranded DNA binding -
threonine—-type peptidase activity
threonine—type endopeptidase activity A
extracellular matrix structural constituent conferring ...
nucleosome binding 4

extracellular matrix structural constituent 4
cell adhesion molecule binding 4

mitotic spindle 4

condensed nuclear chromosome -
spindle pole 4

spindle 4

condensed chromosome kinetochore A

kinetochore 4

Description

condensed chromosome, centromeric region 4
chromosome, centromeric region -

condensed chromosome A

chromosomal region

regulation of mitotic cell cycle phase transition 4
regulation of cell cycle phase transition A

DNA conformation change

nuclear chromosome segregation -

organelle fission 4

mitotic sister chromatid segregation A

sister chromatid segregation |

mitotic nuclear division A

nuclear division 4

chromosome segregation 4

0.05 0.10
GeneRatio

collagen bindingq *

extracellular matrix structural constituent 4
nucleoside-triphosphatase regulator activity -
enzyme activator activity -

cadherin binding -

integrin binding

extracellular matrix binding -

actin filament binding -

cell adhesion molecule binding -

actin binding 4

actomyosin A

lamellipodium 4

myofibril 4

cell leading edge

contractile fiber part

contractile fiber -

Description

actin cytoskeleton 4
cell-substrate adherens junction -
focal adhesion -

cell-substrate junction -

actin filament organization -
muscle contraction 4

regulation of cell-substrate adhesion A
angiogenesis

muscle system process -

cell junction organization A
cell-matrix adhesion -
ameboidal-type cell migration -
cell junction assembly A

cell-substrate adhesion -

0.05 0.10
GeneRatio

heme-copper terminal oxidase activity 4
cytochrome—c oxidase activity o

structural constituent of muscle A

proton transmembrane transporter activity 4
electron transfer activity

oxidoreductase activity, acting on NAD(P)H, ... 4
NADH dehydrogenase (quinone) activity 4
NADH dehydrogenase (ubiquinone) activity o
NADH dehydrogenase activity o

actin binding A

focal adhesion -

cell-substrate junction -

I band 4

Z disc A

inner mitochondrial membrane protein complex -

sarcomere -

Description

mitochondrial membrane part 4

myofibril A

contractile fiber -

contractile fiber part A

nucleoside triphosphate metabolic process -

purine nucleoside triphosphate metabolic process -
ribonucleoside triphosphate metabolic process -
ATP synthesis coupled electron transport 4

purine ribonucleoside triphosphate metabolic process ... q
mitochondrial ATP synthesis coupled electron ... 4
ATP metabolic process

energy derivation by oxidation of ... q

cellular respiration -

oxidative phosphorylation 4

0.03 0.06 0.09
GeneRatio
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Malariaq e

AGE-RAGE signaling pathway in diabetic ... 4

Staphylococcus aureus infection4

Amino sugar and nucleotide sugar metabolism- e

Drug metabolism - cytochrome P450 ( J

Lysosome -

Arachidonic acid metabolism | o

Description

Proteoglycans in cancer

Chemical carcinogenesis

ECM-receptor interaction o

Metabolism of xenobiotics by cytochrome P450

Complement and coagulation cascades -

0.03

0.04 0.05 0.06 0.07 0.08
GeneRatio

Arachidonic acid metabolism- e

Regulation of lipolysis in adipocytes4

Axon guidance

Fluid shear stress and atherosclerosis

Antigen processing and presentation e

Basal cell carcinomaq @

Small cell lung cancer - { ]

Proteoglycans in cancer -

Human cytomegalovirus infection 4

Description

Relaxin signaling pathway o

AGE-RAGE signaling pathway in diabetic ... A
Amoebiasis

Human papillomavirus infection

Focal adhesion

PI3K-Akt signaling pathway 4

Pathways in cancer

ECM-receptor interaction 4

Protein digestion and absorption 4

TGF-beta signaling pathway A [ J

0.05 0.10 0.15

GeneRatio

Asthma-q

Ferroptosis - [ ]

Tuberculosis A

Description

Apoptosis

Lysosome

Antigen processing and presentation 4

0.10 0.15 0.20
GeneRatio

Parkinson disease -

Base excision repair- e

Cellular senescence -

Spliceosome |

Fanconi anemia pathway - [ ]
Progesterone—mediated oocyte maturation
Homologous recombination - [ ]

Regulation of actin cytoskeleton -

Bacterial invasion of epithelial cells [ ]

Protein digestion and absorption -

Description

Nucleotide excision repair - [ ]

Focal adhesion -

Mismatch repair [ ]

ECM-receptor interaction -

Oocyte meiosis -

Pathogenic Escherichia coli infection -
Proteasome -

DNA replication -

Cell cycle q

Shigellosis - [ )

0.025

0.075 0.100

GeneRatio

0.050

Hypertrophic cardiomyopathy (HCM) [ J
Pathogenic Escherichia coli infection e
Small cell lung cancer - [
Viral myocarditisq @
cAMP signaling pathway -
PI3K-Akt signaling pathway -
Bacterial invasion of epithelial cells [ J
Pathways in cancer -
Rap1 signaling pathway -
Leukocyte transendothelial migration -

ECM-receptor interaction - [ J

Description

Oxytocin signaling pathway -

Dilated cardiomyopathy (DCM) [ ]

Proteoglycans in cancer -

Human papillomavirus infection 4
Platelet activation -

Vascular smooth muscle contraction 5
cGMP-PKG signaling pathway -
Regulation of actin cytoskeleton -

Focal adhesion -

0.09 0.12 0.15
GeneRatio

Calcium signaling pathway -

Adrenergic signaling in cardiomyocytes - o

Leukocyte transendothelial migration (]
cAMP signaling pathway -

Pyruvate metabolism- e

Dilated cardiomyopathy (DCM) |
Hypertrophic cardiomyopathy (HCM) A [ J
Regulation of actin cytoskeleton A
Oxytocin signaling pathway -
Retrograde endocannabinoid signaling 4

Focal adhesion A

Description

Vascular smooth muscle contraction -
cGMP-PKG signaling pathway -

Cardiac muscle contraction
Non-alcoholic fatty liver disease (NAFLD) A
Thermogenesis -

Alzheimer disease

Oxidative phosphorylation 4

Huntington disease -

Parkinson disease -
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