	
	Location
	Location

	
	chr3:193361844
	chr3:193364942

	algorithm
	score
	prediction
	score
	prediction

	SIFT
	0.001
	Damaging
	0.002
	Damaging

	Polyphen2_HDIV
	1.000
	Possibly_damaging
	0.983
	Possibly_damaging

	Polyphen2_HVAR
	0.999
	Possibly_damaging
	0.835
	Possibly_damaging

	LRT
	0.000
	Deleterious
	0.000
	Deleterious

	MutationTaster
	1.000
	Disease_causing
	1.000
	Disease_causing

	MutationAssessor
	4.305
	High
	2.770
	Medium

	FATHMM
	-5.090
	Damaging
	-3.790
	Damaging

	PROVEAN
	-4.600
	Damaging
	-4.030
	Damaging

	VEST3
	0.982
	Damaging
	0.820
	Damaging

	MetaSVM
	1.037
	Damaging
	0.927
	Damaging

	MetaLR
	0.983
	Damaging
	0.885
	Damaging

	M_CAP
	0.591
	Damaging
	0.379
	Damaging

	CADD
	34
	Damaging
	27
	Damaging

	DANN
	0.996
	Damaging
	0.997
	Damaging

	FATHMM
	0.994
	Damaging
	0.990
	Damaging

	Eigen
	1.056
	Damaging
	0.616
	Damaging

	GenoCanyon
	1.000
	Damaging
	1.000
	Damaging

	fitCons
	0.707
	Damaging
	0.707
	Damaging

	GERP++
	5.700
	Conserved
	5.640
	Conserved

	phyloP
	9.968
	Conserved
	8.186
	Conserved

	phastCons
	1.000
	Conserved
	1.000
	Conserved

	SiPhy
	18.831
	Conserved
	12.071
	Conserved

	REVEL
	0.961
	Damaging
	0.791
	Damaging

	ReVe
	0.99868351
	pathogenic
	0.9871612
	pathogenic

	ClinPred
	0.9072
	pathogenic
	0.8117
	pathogenic



