Supplement Table S1  Top 20 DEGs in comparison between Obesity and Control group
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	No
	ENSEMBL
	Gene.name
	Normalized expression level
(Obesity group )
	Normalized expression level
(Control group)
	log2FoldChange
	pvalue
	padj

	1
	ENSRNOG00000020652
	Tgfb1
	1593.38184
	429.0649428
	1.893236722
	3.42E-19
	5.33E-15

	2
	ENSRNOG00000043059
	Aplf
	172.997547
	356.1647775
	-1.043193955
	1.33E-14
	6.92E-11

	3
	ENSRNOG00000001980
	Ugt2b35
	5782.35556
	12660.54828
	-1.130678759
	2.71E-14
	8.42E-11

	4
	ENSRNOG00000054203
	Sim2
	386.807785
	97.77694779
	1.982170832
	3.42E-13
	8.88E-10

	5
	ENSRNOG00000014288
	Fn1
	3893.32711
	1345.326139
	1.532918644
	5.94E-13
	4.63E-09

	6
	ENSRNOG00000020480
	Fads1
	1120.45976
	4218.438886
	-1.912899303
	2.85E-12
	6.34E-09

	7
	ENSRNOG00000013668
	Capg
	478.544508
	89.42073185
	2.417823875
	8.89E-12
	1.54E-08

	8
	ENSRNOG00000030729
	C4b
	793.042698
	89.10002523
	3.152534164
	1.95E-11
	3.04E-08

	9
	ENSRNOG00000016987
	Pstpip2
	317.505927
	148.4530969
	1.097732594
	2.89E-11
	4.09E-08

	10
	ENSRNOG00000005413
	Creb3l1
	225.754513
	591.867017
	-1.391917314
	5.73E-11
	7.43E-08

	11
	ENSRNOG00000032240
	Gbp5
	998.330717
	115.3932593
	3.113261643
	9.46E-11
	1.13E-07

	12
	ENSRNOG00000032844
	RT1-Da
	7248.90626
	1976.821486
	1.874462431
	1.26E-10
	1.40E-07

	13
	ENSRNOG00000011631
	Fst
	225.397504
	13.87670429
	4.021485179
	3.37E-10
	3.50E-07

	14
	ENSRNOG00000018911
	Pfkfb3
	1191.89462
	389.5044898
	1.612948259
	7.19E-10
	6.99E-07

	15
	ENSRNOG00000001338
	Hpd
	18705.825
	41370.47194
	-1.14511132
	8.16E-10
	7.44E-07

	16
	ENSRNOG00000001224
	Itgb2
	811.260424
	357.2301568
	1.183119524
	1.23E-09
	9.61E-07

	17
	ENSRNOG00000016112
	Cd274
	167.522164
	49.40797356
	1.764280216
	1.39E-09
	9.80E-07

	18
	ENSRNOG00000013526
	Rassf4
	185.579985
	41.81456987
	2.144720538
	1.54E-09
	1.04E-06

	19
	ENSRNOG00000008144
	Irf1
	2483.04472
	394.5313099
	2.653695862
	1.92E-09
	1.13E-06

	20
	ENSRNOG00000014171
	Tnfsf13
	572.269205
	1209.826597
	-1.079473228
	2.14E-09
	1.19E-06







Supplement Table S2  Top 20 DEGs in comparison between Obesity+SCU and Obesity group

	No
	ENSEMBL
	Gene.name
	Normalized expression level
(Obesity+SCU group)
	Normalized expression level
(Obesity group)
	log2FoldChange
	pvalue
	padj

	1
	ENSRNOG00000011631
	Fst
	57.56301214
	225.3975041
	-3.645535027
	3.54E-13
	2.61E-09

	2
	ENSRNOG00000054203
	Sim2
	131.9085943
	386.8077848
	-1.548824101
	7.69E-13
	3.78E-09

	3
	ENSRNOG00000060067
	LOC102549636
	36.98277098
	152.3254585
	-2.041062682
	2.74E-12
	1.01E-08

	4
	ENSRNOG00000013409
	Gclm
	8888.297741
	24483.00904
	-1.461762634
	6.55E-12
	1.38E-08

	5
	ENSRNOG00000005223
	Hnmt
	1205.840576
	5849.387751
	-2.278146266
	2.29E-11
	3.86E-08

	6
	ENSRNOG00000005367
	Slc12a1
	12011.17602
	28908.58896
	-1.267110351
	2.37E-11
	3.86E-08

	7
	ENSRNOG00000059013
	AABR07060519.1
	145.6622126
	563.8867564
	-1.951460314
	1.34E-10
	1.65E-07

	8
	ENSRNOG00000007585
	Hoxb8
	417.1604419
	918.1577331
	-1.137523858
	1.92E-10
	2.18E-07

	9
	ENSRNOG00000020652
	Tgfb1
	754.5516659
	1593.381837
	-1.078426862
	2.56E-10
	2.53E-07

	10
	ENSRNOG00000013720
	Aebp1
	7406.717396
	3388.803853
	1.128058823
	6.46E-10
	5.04E-07

	11
	ENSRNOG00000016306
	Adgrv1
	607.5798565
	2321.489687
	-1.933521077
	6.50E-10
	5.04E-07

	12
	ENSRNOG00000021669
	Mybl1
	289.3446122
	886.0708076
	-1.613416461
	7.27E-10
	5.36E-07

	13
	ENSRNOG00000031665
	Ace2
	366.3942662
	923.9681363
	-1.334153315
	1.93E-09
	1.24E-06

	14
	ENSRNOG00000056555
	AABR07054983.1
	33.59340508
	132.6258305
	-1.977193592
	2.11E-09
	1.29E-06

	15
	ENSRNOG00000012742
	Irx2
	146.5523842
	331.5128146
	-1.175173491
	2.52E-09
	1.49E-06

	16
	ENSRNOG00000054049
	Prelid2
	70.50044689
	165.5271739
	-1.228887032
	2.76E-09
	1.57E-06

	17
	ENSRNOG00000011526
	Pcsk6
	161.5346708
	737.7152282
	-2.189776466
	3.40E-09
	1.78E-06

	18
	ENSRNOG00000054212
	Pde1a
	325.6464418
	919.3734644
	-1.497611332
	4.07E-09
	1.87E-06

	19
	ENSRNOG00000010594
	LOC500124
	83.29185129
	260.1498423
	-1.641160664
	5.41E-09
	2.34E-06

	20
	ENSRNOG00000000158
	Cdo1
	947.4918728
	2829.024376
	-1.578047739
	6.23E-09
	2.53E-06



