Supplementary Table table 1. Primer sequences used in research
	Gene
	Primer sequence

	　

	CDH3-Forward Primer 
	ACGACGGGGACCATTTTACC

	CDH3-Reverse Primer 
	CAGGGTGTGCTGGTTTTTGG

	　

	GAPDH-Forward Primer 
	GGAGCGAGATCCCTCCAAAAT

	GAPDH-Reverse Primer 
	GGCTGTTGTCATACTTCTCATGG

	　

	si-CDH3-Forward Primer 
	GCUGGUUGUUGUUGAAUAATT

	si-CDH3-Reverse Primer 
	UUAUUCAACAACAACCAGCTT

	[bookmark: _Hlk186896665]Gene
	Forward primer (5'->3')
	Reverse primer (5'->3')

	CDH3
	ACGACGGGGACCATTTTACC
	CAGGGTGTGCTGGTTTTTGG

	GAPDH
	GGAGCGAGATCCCTCCAAAAT
	GGCTGTTGTCATACTTCTCATGG

	Si-CDH3
	GCUGGUUGUUGUUGAAUAATT
	UUAUUCAACAACAACCAGCTT

	HIF1A
	AAATGAGCTCCCAATGTCGG
	GTGGCAACTGATGAGCAAGC

	VEGF
	CCCAGTTTTGGGAACACCGA
	CCCCAAAGCACAGCAATGTC

	TNF
	TATCCTGGGGGACCCAATGT
	AAAAGAAGGCACAGAGGCCA

	NFKBIA
	AAGTGATCCGCCAGGTGAAG
	CTGCTCACAGGCAAGGTGTA

	CXCL12
	ACTCCAAACTGTGCCCTTC   
	GACCCTCTCACATCTTGAACC

	GLUT1
	ATTGGCTCCGGTATCGTCAAC
	GCTCAGATAGGACATCCAGGGTA
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[bookmark: _Hlk185431181]Supplementary figure 1. The impact of CDH3 expression on prognosis of patients with LUAD. Relapse free survival (RFS) analysis for patients with low or high CDH3 level in (A) TCGA (n=337) cohort and (B) GSE31210 (n=226) cohort. 
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Supplementary figure 2. The expression of CDH3 in NSCLC malignant cells and immune cells (especially monocyte/macrophage) was demonstrated by TISCH2 (A-E).
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Supplementary figure 3. Relative CDH3 level in HCC827 (A) and H1975 (B) cells treated with CDH3 siRNA or negative control (A, B). Data represent the means ± s.d. of three independent experiments. ** P < 0.01.
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Supplementary figure 4. Analysis of glucose consumption and lactate production in HCC827 (A) and H1975 (B) cells treated with CDH3 siRNA or negative control. 
Data represent the means ± s.d. of three independent experiments. * P < 0.05, ** P < 0.01.
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