RMSD(Angstrom)

Gyrate (Angstrom)

Docking 1 Docking 2 Docking 3 Mean
(Kcal/mol) | (Kcal/mol) (Kcal/mol) (Kcal/mol)

Docking score -9.412 -9.254 -9.178 -9.281
predicted

binding values 6.920 6.800 6.750 6.820
(pKi, pM)
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