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[bookmark: OLE_LINK35][bookmark: OLE_LINK30][bookmark: OLE_LINK31]Figure S1. Transcriptomic profiling reveals Dectin-1 upregulation and immune–metabolic pathway alterations in thyroid cancer. (A) Heatmap of DEGs in tumor vs. adjacent normal tissues, showing increased CLEC7A (Dectin-1) in tumors. (B) Volcano plot highlighting significant upregulation of CLEC7A in thyroid cancer (FDR < 0.05, |log₂FC| > 1.4). KEGG enrichment of (C) downregulated genes and (D) upregulated genes. GO analysis of (E) downregulated genes and (F) upregulated genes.*P < 0.05; **P < 0.01; ***P < 0.001; ns, not significant.
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Figure S2 In vitro effects of Dectin-1/ERK signaling on tumor metabolism, proliferation, apoptosis, migration and macrophage polarization in the CAL-62-THP-1 co-culture system (A) Western Blot detection of ERK pathway activity (B) Flow cytometry statistical analysis bar chart. Flow cytometry of (C-D) apoptosis and CD4^+CD8^+ T cells. *P < 0.05; **P < 0.01; ***P < 0.001; ns, not significant.

Supplemental Table 1：
	Gene name
	siRNA sequence

	[bookmark: OLE_LINK17]Dectin-1 
	GGAUAGCUGUUGUUUCAGA

	IL-6 
	GGAACUUCUUCAGGGUCUUTT

	si-Control
	TTCTCCGAACGTGTCACGT



Supplemental Table 2：
	[bookmark: OLE_LINK5]Gene name
	Forward primer Sequence
	Reverse primer Sequence

	[bookmark: _Hlk207377345]Dectin-1
	GCTATATCTATTCAGGGGCTCTC
	ATTACCAAGCATAGGATTCCCA

	[bookmark: _Hlk207377365]IL-6
	TCTTGGGACTGATGTTGTTGAC
	AGTGCATCATCGCTGTTCATAC

	[bookmark: OLE_LINK33][bookmark: _Hlk207379362]GLUT1
	TTCACTGTCGTGTCGCTGTTTG
	TCACACTTGGGAATCAGCCCC

	[bookmark: OLE_LINK34][bookmark: _Hlk207379394]HK2
	CAAAGTGACAGTGGGTGTGG
	GCCAGGTCCTTCACTGTCTC

	[bookmark: _Hlk207379734]PGK1
	AAGGTTAAAGCCGAGCCAGC
	TCTGCAACTTTAGCTCCGCC

	PKM2
	GGAGCGATCCCTCCAAAAT
	GGCTGTTGTCATACTTCTCATGG

	β-Actin
	GCCATCTTTGATTGGAATGG
	GGTGCCACAACCTTGATCTT




image1.jpeg
A o B

Tumor

1 Nomal
Tumor vs Normal

-
120 T E
oL
[
0, [N
||
HeAPSS
| s (Bco2m0t
Wl < VI g FDR<0.05&FC>14
BN BfiSeon i - g HE )
KL ] a 4 Down(ssse)
[ o [
| % None(1430)
|| o 2 i 148901
e i I
o - @ Uplisa)
| B ']
SEMATD
|| Wscoz
BNIDEA
I Cohn
o7
il | v
1 i CRABPY
| SLCsAs |
WYGG T
| DPT i
celar
ScaRns Log2 Fold Change
T GLecTA]
hsa00520 Arschidonic acd metabolism
hsa04930 Type Il dabetes molius B e
tappin 404933 AGE-RAGE signaling patuay in dibelc compiicatons:
1204925 Rogulation o polyss in adipocylas - | Maseino 3aDISSSAGERACE Sgreing pethmay i disbelic compd
[ | - N hsa00564 Glycerophospholid metabolism
Fl hsa04672 Intestinal immune network for Ig# production = . g hsa04610 Complement and coagulation cascades-
£ 304610 Hematapisti cal Inaaga - ° H hsa04650 Natural ilercell mogiated oyoloxicy
g 1504660 T cel receptor signaling pathueay - ° © 15204080 Cylokine-cyokine recepior nteraction Log10pvalue]
o :
g hsa04350 TGF-bela signaling palnay - @ P 30
hsa03a20 PR signaling pathuey gl nsaD4151 PI3K-Akt signaling pathay &
heaD1823 AGE-RAGE signaling pathway i diabetc compliations - @ 7 A
15205235 PD-L1 expression and PD-1 checkpoint patay i cancer -8
P B B o 1o 2
48 07 080810 Log2 Fold Enrichment
Log2 Fold Enrichment
E T col difrentiaion i hymus . F collar rasponse o tumor necros's factor .
alpha-aeta T cell dierantiation feguialon of ERKI and ERKZ cascad .
nedgaiive raquisin of pepida hommone secretion | @ N s &
regulatn of stsors biosyniali orocess | @ = ve gt of MAPK cascack i 3
equiaion of B cel actvelion { @ osiive regultion of phosphale melaboli process | @
regulaton of storad metabolc orocess
o pasitve reguiation of rotein modifcation process 19
‘oguation of nsulin soerction apping
L wapoing e
el fber T piti basemant marbrana -
jiiaparanode regon of sxon . E extacellar malri .
oot eosler eamplex = ° £ endoplasmic ratculum luman .
3 septato juncton D & £ ioplasmie ratculum Py
£ ‘it juncton 8 £ extraceluisr space
3 " main aon eatofpvaki) 3 8
3 8 colsutice] @
cilry pasm | @ P o =
aplcal juncton camplex | © 25 ool junciion a0
— R extracolular ragion
androgen binding T o qon 1 @ E
14P-dnase scafck act . o5 searstory vesice | @ 10
scavangar recaptor acii .
carga receplor clvy | @ = serine-lype endopeplidase asivily .
signaing adpor acivy | @ E Serina-ypa poptidase acivily . =
heparin binding i b
ok serine hydrolase acivily
ufurcorpound binding calcumion tinding | ®
o i 2o s 5 i

Log2 Fold Enrichment Log2 Fold Enrichment




image2.jpeg
2
& 0.8 sk %
e ® 4
S 0.6 z %
& 2 8
B g -
£ 04 2 2
£ 2 5
Z 2 -
: L &
=oz = 1
= ]
£ ©
5
£ 0.0
£
& & &
& &
ISl N
& S .
&S K N
&
& & & S [V
S
C CAL-62
oe-Control . oe-Dectinl  oe-Dectinl+EGF
= 3621 G2-2 2 G2-1 G2-2 & G2-1 G2-2
Tons oA T e oo Fan

104

FITC
CAL-62
oe-Control oc-Dectinl ~ oe-Dectinl+EGF
CD4-COB+ CD41C08+  Jcoa coar coarcoe = Yea coar 041 CoB
54.82% 429% 2206% a71% 3484% 4.24%

104

103

£ coarcos

CD4+CDE-
22855

53.78%

icpa+cpe
063%

03 04 105 108





