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Figure S12. Involvement of PI3K-AKT-mTOR (PAM) and MAPK pathways in AML cell 
response to ATRA.
A. Transcription factor motif enrichment analysis (using HOMER) of all motifs enriched in peaks 
     upregulated by ATRA alone. The -log₁₀(P-value) and log₂(enrichment) are shown.
B. Transcription factor motif enrichment analysis of all motifs enriched in peaks down-regulated 
     by ATRA+PP242.


