----Supplementary Tables for
ORIGINAL ARTICLE
CB2R Agonism Protects Intestinal Epithelium through β-Catenin/HoxA10 Loop in Radiation Injury
Table S1. List of RNA sequences.
Primers for qPCR
	Gene
	Forward Primer (5’>3’)
	Reverse Primer (5’>3’)

	CNR2
	TATGCTGGTTCCCTGCACTG
	GAGCGAATCTCTCCACTCCG

	CNR1
	TGCAGAGCTCTCATAGAGTC
	GAATGTCATTTGAGCCCACG

	FAAH
	CAGTGATGGTGGCTGCTCTT
	GCCAGCCGAGGAAACAGAG

	TJP1
	CCTTGGCCTAGCATACACA
	GAAATCGTGCTGATGTGCC

	OCLN
	TTGAAAGTCCACCTCCTTACAGA
	CCGGATAAAAAGAGTACGCTGG

	CLDN1
	CCACCATTGGCATGAAGTGC
	CTGGCATTGATGGGGGTCAA

	CLDN2
	ATGCCTTCTTGAGCCTGCTT
	AAGGCCTAGGATGTAGCCCA

	CLDN3
	GCAAGGACTACGTCTGAGGG
	ACTGTGTGTCGTCTGTCACC

	CLDN4
	GAGGGCCTCTGGATGAACTG
	CACATAGGGTTGTAGAAGTC

	CLDN5
	CAAGGTGTATGAATCTGTGCT
	GTCAAGGTAACAAAGAGTGCCA

	CLDN6
	GGGAGGGGCTGTGGTGTC
	CCACCAAGGGGTTGTAGAAGTC

	CLDN7
	GGACCTGCCATCTTTATCGGC
	AGCTTTGCTTTCACTGCCTGG

	CLDN8
	GGAATGCCAATCCATCACGC
	AGGCGTGTAGAGGGAAAGGA

	Ctnnb1
	CCTTGGATATCGCCAGGAT
	TGCTCCATCATAGGGTCCAT

	Hoxa10
	AATGTCATGCTCGGAGAGCC
	CTTCATTACGCTTGCTGCCC

	Hoxa6
	TTACCAACAGTCCAACTC
	GGTCTTTATCAGAATAGAAACA

	Hoxa9
	AGTACAGAGGCAAGGCCAGA
	CCGGTGTTTTGCAGTCATAA

	Hoxa11
	GAAAACCTCGCTTCCTCCGA
	ATAAGGGCAGCGCTTTTTGC

	DKK2
	TCAACTCCATCAAGTCCTCTC
	TCACATTCCTTATCACTGCTG

	RNF152
	ACACCTGCTGTTCAGTGTGC
	GTGTGTTCGGAAGTGTGTGG

	Actb
	CATTGCTGACAGGATGCAGAAGG
	TGCTGGAAGGTGGACAGTGAGG



siRNA sequences
	Gene
	Forward Primer (5’>3’)
	Reverse Primer (5’>3’)

	siCNR2
	GGCUUGGAUUCCAACCCUA/dT//dT/
	UAGGGUUGGAAUCCAAGCC/dT//dT/

	
	CCGGAAUCAUCUACACCUA/dT//dT/
	UAGGUGUAGAUGAUUCCGG/dT//dT/

	
	CCCUGUCAUCUAUGCUCUA/dT//dT/
	UAGAGCAUAGAUGACAGGG/dT//dT/

	siHoxa10
	CGCAGAACAUCAAAGAAGA/dT//dT/
	UCUUCUUUGAUGUUCUGCG/dT//dT/

	
	AGAAGGAGUUUCUGUUCAA/dT//dT/
	UUGAACAGAAACUCCUUCU/dT//dT/

	
	CGUGCUCUUUCGCGCAGAA/dT//dT/
	UUCUGCGCGAAAGAGCACG/dT//dT/

	siCtnnb1
	GAUGGUGUCUGCUAUUGUA/dT//dT/
	UACAAUAGCAGACACCAUC/dT//dT/

	
	GCUGAAACAUGCAGUUGUA/dT//dT/
	UACAACUGCAUGUUUCAGC/dT//dT/

	
	CUAUCAAGAUGAUGCAGAA/dT//dT/
	UUCUGCAUCAUCUUGAUAG/dT//dT/



Table S2. The specific criteria for DAI scoring.
	Score*
	Weight loss ratio (%)
	Stool viscosity
	Bleeding stool

	0
	0
	Normal
	Normal

	1
	1-5
	
	

	2
	5-10
	Loose and soft
	Positive occult blood

	3
	10-15
	
	

	4
	>15
	Watery
	Dominant bleeding


*The DAI score is obtained by summing the scores of these three indicators.
Table S3. Plasmid sequences.
	Sequence of pHBLP003658 (Overexpressing HoxA10)
	ATGTCAGCCAGAAAGGGCTATCTGCTCCCTTCGCCAAATTATCCCACAACAATGTCATGCTCGGAGAGCCCCGCCGCGAACTCTTTTTTGGTCGACTCGCTCATCAGCTCGGGCAGAGGCGAGGCAGGCGGCGGTGGTGGTGGCGCGGGGGGCGGCGGCGGTGGCGGTTACTACGCCCACGGCGGGGTCTACCTGCCGCCCGCCGCCGACCTGCCCTACGGGCTGCAGAGCTGCGGGCTCTTCCCCACGCTGGGCGGCAAGCGCAATGAGGCAGCGTCGCCGGGCAGCGGTGGCGGTGGCGGGGGTCTAGGTCCCGGGGCGCACGGCTACGGGCCCTCGCCCATAGACCTGTGGCTAGACGCGCCCCGGTCTTGCCGGATGGAGCCGCCTGACGGGCCGCCGCCGCCGCCCCAGCAGCAGCCGCCGCCCCCGCCGCAACCACCCCAGCCAGCGCCGCAGGCCACCTCGTGCTCTTTCGCGCAGAACATCAAAGAAGAGAGCTCCTACTGCCTCTACGACTCGGCGGACAAATGCCCCAAAGTCTCGGCCACCGCCGCCGAACTGGCTCCCTTCCCGCGGGGCCCGCCGCCCGACGGCTGCGCCCTGGGCACCTCCAGCGGGGTGCCAGTGCCTGGCTACTTCCGCCTTTCTCAGGCCTACGGCACCGCCAAGGGCTATGGCAGCGGCGGCGGCGGCGCGCAGCAACTCGGGGCTGGCCCGTTCCCCGCGCAGCCCCCGGGGCGCGGTTTCGATCTCCCGCCCGCGCTAGCCTCCGGCTCGGCCGATGCGGCCCGGAAGGAGCGAGCCCTCGATTCGCCGCCGCCCCCCACGCTGGCTTGCGGCAGCGGCGGGGGCTCGCAGGGCGACGAGGAGGCGCACGCGTCGTCCTCGGCCGCGGAGGAGCTCTCCCCGGCCCCTTCCGAGAGCAGCAAAGCCTCGCCGGAGAAGGATTCCCTGGGCAATTCCAAAGGTGAAAACGCAGCCAACTGGCTCACGGCAAAGAGTGGTCGGAAGAAGCGCTGCCCCTACACGAAGCACCAGACACTGGAGCTGGAGAAGGAGTTTCTGTTCAATATGTACCTTACTCGAGAGCGGCGCCTAGAGATTAGCCGCAGCGTCCACCTCACGGACAGACAAGTGAAAATCTGGTTTCAGAACCGCAGGATGAAACTGAAGAAAATGAATCGAGAAAACCGGATCCGGGAGCTCACAGCCAACTTTAATTTTTCCTGA

	NM_001904-promoter(-2000~+1)
	AATGATTCCATTATTTTGGTAATGGAACAGAGAAATACAAATATAGAAACGTTTTTATCCTTTAGATCTTCTAATGGTGCAGATATTTCTTAACCAATTTCAAGAGTGCCTTATTCAAAAACAAAAAACCTGCACATAGAAAAAGCAAACATGTTTTTTTAAAAAAAGCCCTGTAAAAGTGGTTAATCTGTCGTCTGATTTTCAATGTATGACTTTAATCAATTGCATATTCCTTAATTCTGCAAATGACAATTAAAATTAGGAATCAGTACCTGAAAACGCCATTTATACTTTTGAGTTTATATTAGAAACACGGTTTTGATGAAATACCTTTTTCGGTTCAATCTTTTTGAATTGTGACCACAACCAATAGCTACACTTAGATTCTACAGAATTAGTAGGAAAGATACAAATGAGAAGGTCTTTCTAGACAATGGATCTCACTGAACATCATCTTAGTGTGTAGACTTTTTCCACTGCAGTGGCCCACATGTGCTATGGTGACAGACGGCAGTTGGCATTACCACTTATATAGTAAAATATCTTTAAGACAAAAATAAAAGTTATTTAAAGAATACGCTGGCCCTGAAACATGAGCTGTGCCTTAAACTACATATCCTACCTCCATGAGTGAATGAATAAGTGGGTTTTCCGCCTGCATCTATGTGTTAAGACCTATTGTTTGCTTGTATTAATTGTAGTCCTGGGATAAAAGCACAGAGGTAACTTTCACTGCTGCTTTTTGTACTCTCTCCAATGTTTTGGAGGAAAAATAAGCACAAACAATAGCCTAGAGAAACTGAATCGATCATACTTGTTGCAGCTTCGACAAACGTCAATTTTGCTGCATTAGAATGGGAAACATTTTTCAGTCTATTGAAATGAATTACAAACGTTTTTAAATAGAAAATTAGTTAAAAAATTGGAGGCTGCTTAATCGATAGCTTTCTCTATAAACATACTTGGATTTCACAAATAAGTAATACCGTAAAAATCTTCTTCTCCAAAGAAAAATCCCCACAAATAAATCTATTGATACCTAGTGACAAGTGGAACCAGATAAAAATGGAATCTATAAGAATTAACCTAATTGACAGCGCTCTGGAGCTAATCCATTTCCATTAGTTATTTGTTCACAGTAGGTACTCCTAAGGACTTGTTGAATTGCGGGCTTGGCGCCCGTTCTACGGAGAGTTCACAGCCTTCGTGAGTGGGGACAGAAGGCGGCTCGGCCCGGTGATTCAGGTCGAAATTCAAGCTGAACAGCCTGCTGAGAGGTGGGATCCACCATCCGGACAGTGGGGGGCTTTGGGGGTGCTGTGAGACTGGGCTGCGACCCAGGTCCAGCAGGGAGTGTGCGGCACAGACCACAAGGTCGGCGAGGCCCCCTAACCCGCGCCCGGCCGGGAACCCGCAGACCAGCGACGGGGCAGCTGCGGGGCCAGGAGCGCCCCAAGACGGGCGGGCGCTGAACCCGAGCCCCTGCCGCCGCCCTGGCCCCGAACTTCCGCCCTCCCAGGACCTGTCCCGGCCGCCCCGAGCGGTACTCGAAGGCCGGGGCCGAGATGCCACCTTCCGCAGGCCGCGGGAAAGGCGCGCCGAGTCCTGCAGCTGCTCTCCCGGTTCGGGAAACGCGCGGGGCGGGGGCGTCGGGCTTGGGACAGGGGAGGATACCAGGGCCACCTTCCCCAACCCAGGCCGCGGGGGCCCGGCCTCCCCGATGCAGACCACAGCGCCCTCACGGGCTGCCCTCAGGCCGCGCAGCGGGCAGCCGCCAGCCGTCACCCCGGGGAGCGTCCGTGGGGTGCCCAGGCACCCCACCCCGGCCCGGGGCGCTCAGACGGCAGCAGACTGCTGGGCGGCGCGGGGACTACTTTCCACCGCCCCCTCGCGCCCCGCCCCTTGTCCTCGCGCGGCGGAACGCTCCGCGCTGCGCCGGTGGCGGCAGGATACAGCGGCTTCTGCGCGACTTATAAGAGCTCCTTGTGCGGCGCCATTTTA



