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Single-cell and spatial transcriptomes reveal oligodendrocyte remodeling fatty acid metabolism microenvironment of lung cancer brain metastases
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Figure S1 (A) UMAP plot demonstrating the cell distribution from primary lung cancer and LCBM. (B) Gene expression analysis of fatty acid synthesis, utilization, and transport genes in primary lung tumors and brain metastases. (C) ScRNA seq analysis of each cell tumor fatty acid metabolism-related pathway enrichment analysis. 
[image: Figure S2]
Figure S2 (A) ScRNA seq data was used to analyze the correlation between the expression of fatty acid absorption proteins and immunosuppressive markers in macrophages.
[image: FIgure S3]
[bookmark: _GoBack]Figure S3 (A) Kaplan-Meier analysis of overall survival in lung cancer patients stratified by expression levels of key fatty acid metabolism genes in the TCGA database.
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