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SEMA3A-NRP1 4
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COL4A1-integrin—a1b1-complex A
COL4A1-ADGRGS -
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CEACAM5-CEACAM1 -
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SEMA4G-PLXNB2 -
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COL18A1-integrin—a1b1-complex A
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CEACAM6-CEACAMSG
CEACAM5-CEACAMBG -

° Q900

[ ]
O -_—
~ o
a o

1 ® o 025
CEACAM5-CEACAM1 - . . . ‘ 0.00
CD44-TYROBP . ‘ . o 1.00
2 I
APP-TNFRSF21 -
@ o : é 0.75
APP-SORL1 - o
|
APLP2-PIGR - . . ‘ ® ks -
8 0.25
ALB-FcRn-complex - ? . @ .
0.00
Q © % N <® <® <®
) IS ARG s Q-\\@Q’ O Jo Ny
N i @O% RN & O
Q oql/ NV 6{3/ o Qﬁ\
é\/ eOK 124
Pl R %
& & ?é\/
0?’ X~ &9

Oncogenic combined z—scores (zscore)

Oncogenic combined z—scores (zscore)

SEMA3A-NRP1

SEMA3A

SEMA3A

i P
Normel_EP' - Fasmag GSE197177 GSE205013
$ - S *kkk
NS / \ @0 3]
X ad
S %
3 cY %
¥ kA ® ©
: : g %]
g} -— —
> = [ c
g 503 S S
'z 2 n 2 7]
S N A
o )
| |
=z o g_ 2
1 ER :
s o 2 =
[ 14 14 (14
E E
Y/ .
@, <l
G
P 0- ——r —— 0- et ———
\ / T T T !
En oC° . .
9othejjgys Primary PDAC ~ PDAC liver met Primary PDAC  PDAC liver met
GSE28735
8_
coLeAs{ ® 049
coLsaty ® 04 E-MTAB-6134 .
FLne] | ©) **0.49 [
GREM1] ! ® 049 =
] : *kk (]
FeNT| ® 047 GSE21501 26
spon1]{ | ¥ 045 o
DCHS1] | b 0.44 u%-
exvrz| o044 GSE28735 55
Fara| | 043 <
SEMA3D] ! w043 L
PrICKLET] w04 GSE57495 "
pioz2] =x 0,39
zFHx4| *x 0,39
Fnpe1] s ()39 GSEG62452 .
BEND6{ (.38
P4HA3{ w037 Tumor Normal
GAS1{ wx 037 GSE71729 H
PRDM6{ w* 0,36 PanST
PTGS2{ 0,36 GSE78229
ccpcso| = 0.36 R=0.3 p=1.8e-05
CILP : 036 Correlation A
LAMA2{ **0.35 GSE79668 coefficient 45
F13A1] g =x 034 "
DCN{ o 034 c
ADAMTSL1] | o 0,34 ICGC-PAAD-AU-Array 0.3
RSPO3{ ! ® ¥ 0.33 - 1.0-
SORCS2]| ® % 0.33 0.0 %
PDGFRA{ | © **0.33 ICGC-PAAD-CA-Seq '
FGF7]{ | o o 0.31
ccL11] | ) w031 05,
cPxm2q | o e 03 TCGA-PAAD
COL11A1{ | o 03 SEMA3A .
0.0 0.2 0.4 06 o o "o ) .
Correlation Coefficient § § "g = "g _ N
% (L) 3 g 3 g 0.0 1 ' ' ' ' ' '
c © o 8 o < 0.0 0.1 0.2 0.3 0.4 0.5
3 £ S G o SEMA3A
E -
= n
Angiogenesis Apoptosis Cell Cycle Differentiation DNA damage DNA repair EMT

o
|

|
N
|

-4+ R=0.54, p=5.5e-15

(] ()
R=0.18,p=0.014

R=0.22, p=0.0035

()
R=0.48,p=8.5e-12

R=0.4,p=3.3e-08

R=0.16, p=0.033

R=0.54, p=3.9e-15

Hypoxia Inflammation Invasion Metastasis Proliferation Quiescence Stemness
4 ]
) b [}
-4+ R=0.39, p=8.5e-08 R=0.31,p=2.4e-05 R=10.53, p=3.6e-14 R=0.44,p=9.4e-10 R =°8.49, p=5.2e-12 R=0.42, p=5.8e-09 R=0.36,p=6.1e-07
I I I I I I I I I I I I I I I I I I I I
-2 0 -2 0 2 -2 0 2 -2 0 2 0 2 -2 0 2 -2 0 2
SEMARSA (zscore)
Angiogenesis Apoptosis Cell Cycle Differentiation DNA damage DNA repair EMT
4 -
2 B )
& : ) % ,f’ o3
O — o > @/ X
‘a’%%@@g pOl
-2

-4- R=0.66,p<2.2e-16

R=0.057, p=0.45

R=-0.15, p =0.041

(&
R=0.64,p<2.2e-16

R =0.036, p =0.64

R=-0.19,p=0.012

R=0.51,p=27e-13

Hypoxia Inflammation Invasion Metastasis Proliferation Quiescence Stemness
4
2
0-
-2
O 1 ° ® ®
-4- R=0.24,p=0.0012 R=0.44, p =9e-10 R=0.46,p=1.5e-10 R=0.39,p=8.7e-08 R=°O.%1,p=3.5e-13 R=0.47,p=29e-11 R=0.58,p<2.2e-16
I I I I I I I I I I I I I I I I I I I I
-2 0 -2 0 2 -2 0 2 -2 0 2 0 2 -2 0 2 -2 0 2

NRP1 (zscore)

Density
160

120
80

40



