
UMAP_1

U
M

A
P_

2

LMIC

Normal_Epi

TSPAN1_MC2_Metastatic

TSPAN1_MC2_Primary

+++

+++

+++

+++

TSPAN1_MC2_Primary

Normal_Epi

LMIC

TSPAN1_MC2_Metastatic

Ro/e

Min

Max

PDAC
(Primary)

PDAC
(liver met)

A B

PA
N

C
1

K
P1N

M
A

PAC
H

S77

PK
1

M
IA

PAC
A

2

C
A

PA
N

1

SU
8686

YA
PC

9505B
IK

H
U

PT4

H
S766T

TC
C

PA
N

2

PA
N

C
1005

PAC
A

D
D

165

SN
U

213

K
C

IM
O

H
1

K
P2

PA
N

C
0813

PATU
8902

K
P4

PA
N

C
0203

PSN
1

PAC
A

D
D

188

H
U

PT3

PAC
A

D
D

119

DA
N

G

SW
1990

SN
U

410

PAC
A

D
D

135

PA
N

C
0504

PATU
8988T

T3M
4

PAC
A

D
D

137

A
SPC

1

PA
N

C
0403

PAC
A

D
D

161

SU
IT2

PA
N

C
0327

PK
45H

PL4

PK
8

PATU
8988S

JO
PAC

A
1

C
FPAC

1

H
PA

FII

B
XPC

3

MAT2A
G6PD
PHGDH
GLS
SLC1A5
ACLY
ACACA
FASN

0.2

0.4

0.6

0.8

1.0
DepMap - Dependency

PL4

PAC
A

D
D

135

PAC
A

D
D

188

A
SPC

1

H
U

PT4

C
A

PA
N

1

PA
N

C
1

M
A

PAC
H

S77

K
P1N

PATU
8902

M
IA

PAC
A

2

PSN
1

K
P4

PAC
A

D
D

161

PAC
A

D
D

165

PA
N

C
1005

PA
N

C
0813

PA
N

C
0504

PA
N

C
0203

T3M
4

PAC
A

D
D

137

PATU
8988T

DA
N

G

PAC
A

D
D

119

SN
U

410

K
C

IM
O

H
1

SN
U

213

SW
1990

H
U

PT3

PATU
8988S

B
XPC

3

C
FPAC

1

H
PA

FII

PK
45H

SU
IT2

PA
N

C
0327

JO
PAC

A
1

PK
8

PA
N

C
0403

H
S766T

TC
C

PA
N

2

K
P2

9505B
IK

SU
8686

YA
PC

PK
1

MAT2A
G6PD
PHGDH
GLS
SLC1A5
ACLY
ACACA
FASN

DepMap - GeneEffect

C

D

E

** ***** ****

********

** *****

* ********

*** *****

*** *****

***********

*

************

*** *******

*** ********* ***

*** *********

E_MTAB_6134

GSE21501

GSE28735

GSE57495

GSE62452

GSE71729

GSE78229

GSE79668

GSE85916

ICGC_PAAD_AU_array

ICGC_PAAD_AU_seq

ICGC_PAAD_CA_seq

TCGA_PAAD

MOCETINOSTAT

ETOMOXIR

CYANOCOBALAMIN

*** *******

*** *******

*** ******

*** *********

*** *******

*** ******

*** ***** *

*** ******

*** *****

*** ***

* **** **

*** ********

*** ***** ******

E_MTAB_6134

GSE21501

GSE28735

GSE57495

GSE62452

GSE71729

GSE78229

GSE79668

GSE85916

ICGC_PAAD_AU_array

ICGC_PAAD_AU_seq

ICGC_PAAD_CA_seq

TCGA_PAAD

MOCETINOSTAT

ETOMOXIR

CYANOCOBALAMIN

* ****

*** ***

*** ***

* **

*** ****

*** ******

*** *****

*** ******

*** *****

*** ****

*** ***** *****

*** ******** *

*** *******

E_MTAB_6134

GSE21501

GSE28735

GSE57495

GSE62452

GSE71729

GSE78229

GSE79668

GSE85916

ICGC_PAAD_AU_array

ICGC_PAAD_AU_seq

ICGC_PAAD_CA_seq

TCGA_PAAD

Spearman's r

log p

2

Correlation between SEMA3A and drug IC50

MOCETINOSTAT

ETOMOXIR

CYANOCOBALAMIN


