Supplementary Figure Legends
Supplementary Fig. S1. Identification of single-cell subpopulations based on established marker genes.
Supplementary Fig. S2. GO and KEGG enrichment analyses of B cells.
Supplementary Fig. S3. GO and KEGG enrichment analyses of endothelial cells.
Supplementary Fig. S4. GO and KEGG enrichment analyses of fibroblasts.
Supplementary Fig. S5. GO and KEGG enrichment analyses of myeloid cells.
Supplementary Fig. S6. GO and KEGG enrichment analyses of NK cells.
Supplementary Fig. S7. GO and KEGG enrichment analyses of T cells.
Supplementary Fig. S8. GO and KEGG enrichment analyses of epithelial cells.

