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Supplementary Figure. 2. ROC curves for differential genera in predicting advanced stage NSCLC. ROC curves were constructed for individual differential genera (Pedobacter, Barnesiella, unclassified_Bacteroidota, Cocleimonas, and Dokdonia). The combined model achieved an AUC of 0.846 (95% CI: 0.747–0.944), with a sensitivity of 64.5% and specificity of 96.1% at the optimal threshold determined by the Youden index. Individual genera showed moderate discriminatory performance (AUC range: 0.349–0.708). Abbreviations: AUC, area under the curve; CI, confidence interval.
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