Supplementary Table 1. Prognostic and immune relevance of candidate genes in the FU-ICCA cohort and pan-cancer anti-PD-1 therapy cohort
	
	Survival analysis in
FU-ICCA cohort
	Survival analysis in pan-cancer
anti-PD-1 therapy cohort
	Immune correlation in
FU-ICCA cohort

	Gene
	HR
	P value
	HR
	P value
	ImmuneScore
	P value

	SFN
	2.69
	0.0000016
	1.37
	0.02
	-0.219
	0.00058

	MUC1
	2.61
	0.0000038
	0.9
	0.43
	0.0908
	0.1574

	SLC16A3
	3.27
	0.000000016
	1.17
	0.24
	-0.141
	0.028

	PKP3
	2.32
	0.000034
	1.35
	0.026
	-0.171
	0.0075

	MAPK13
	0.97
	0.9
	1.21
	0.00021
	-0.279
	0.00001

	MUC5B
	2.05
	0.00045
	0.79
	0.092
	0.1687
	0.00827

	IGF2BP3
	1.85
	0.0027
	1.09
	0.53
	-0.0077
	0.9053

	SH3PXD2B
	0.77
	0.19
	1.39
	0.016
	-0.055
	0.392

	QSOX1
	0.95
	0.82
	1.33
	0.035
	-0.2123
	0.00085

	NDRG1
	2.11
	0.00027
	1.42
	0.011
	-0.1903
	0.00283

	SERPINB1
	2.44
	0.000015
	1.03
	0.83
	0.1855
	0.00365

	LMNA
	1.56
	0.03
	0.73
	0.018
	-0.2
	0.0017

	BAIAP2L1
	1.57
	0.03
	1.23
	0.13
	-0.418
	0.00001

	CHPF
	1.69
	0.01
	1.5
	0.0031
	-0.09263
	0.14913


Note: HR, hazard ratio
