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hsa05340 Primary immunodeficiency
hsa04514 Cell adhesion molecules (CAMs)
hsa04612  Antigen processing and presentation
hsa05332 Graft—versus-host disease
hsa04660 T cell receptor signaling pathway
hsa04940 Type | diabetes mellitus
hsa05330 Allograft rejection
hsa04640 Hematopoetic cell lineage.
hsa05416 Viral myocarditis

hsa04141 Protein processing in endoplasmic reticulum

L) Description

hsa04s14 Cell adhesion molecules (CAMs)
hsa05340 Pri iciency

hsa04141 Protein processin reticulum
hsa05216 Thyr

hsa04612 Antigen processing and presentation

hsa05416 Viral myocarditis

hsa04145 Phagosome

hsa04934. Cushing syndrome

hsa05332 Graft-versus-host disease

hsa05150 ‘Staphylococeus aureus infection
D Description

hsa05169 Epstein-Barr virus infection

hsa05168 Herpes simplex infection

hsa05166 Human T-cell leukemia virus 1 infection
hsa04612  Antigen processing and presentation

hsa04640 Hematopoietic cell lineage
hsa04658  Thi and Th2 cell differentiation
hsa04145 Phagosome
hsa04514  Cell adhesion molecules (CAMs)
hsa05332 Graft-versus-host disease
hsa04144 Endocytosis
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