The Two-Step Cluster analysis results in two clusters that better separate the groups without prior knowledge of the target variables (figure 1). The baseline variables used to create the cluster and the importance of predictors was described in figure 02. To measure the distance we used the Log-likelihood. The likelihood measure places a probability distribution on the variables. Continuous variables are assumed to be normally distributed, while categorical variables are assumed to be multinomial. All variables are assumed to be independent. The number of clusters was determined automatically. The procedure will automatically determine the "best" number of clusters, using the Schwarz Bayesian criterion. These analyses were conducted using SPSS version 20.

Figure 01. Two-Step Cluster Sizes.
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Figure 02. Baseline variables and importance of predictors in Two-Cluster algorithm.[image: C:\Users\transprenal\AppData\Local\Temp\temp335854042431516474.emf]
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