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Figure S2. IFN-γ score is an efficient candidate for prognostic indicator of glioma (A) The expression of PD-L1 and other IFN-γ induced genes increases along with the malignancy degree of glioma based on the LGG/GBM TCGA datasets. OD, oligodendroglioma; OA, oligoastrocytoma; AST, astrocytoma; GBM, glioblastoma multiforme. (B) The expression of PD-L1 and other IFN-γ induced genes was negatively correlated with the survival of glioma patients based on the LGG/GBM TCGA datasets. 
