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	Metabolic pathways
	Groups
	Total
	Hits
	LOG(p)
	Impact

	Nicotinate and nicotinamide metabolism
	Model vs FB
	14
	1
	1.6565
	0.16043

	Starch and sucrose metabolism
	Model vs FB
	22
	1
	1.2597
	0.15951

	Amino sugar and nucleotide sugar metabolism
	Model vs FB
	37
	1
	0.84082
	0.08988

	Pyrimidine metabolism
	Model vs FA
	41
	1
	1.769
	0.00737

	
	Model vs FB
	41
	3
	3.8559
	0.0706

	Pentose phosphate pathway
	Model vs FB
	19
	1
	1.3857
	0.06982

	Purine metabolism
	Model vs FB
	66
	4
	4.2433
	0.05238

	Glycolysis or Gluconeogenesis
	Model vs FB
	26
	1
	1.1199
	0.0286

	Galactose metabolism
	Model vs FB
	26
	1
	1.1199
	0.02406



