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[bookmark: _Hlk31616913]Figure S1. Altered composition in the gut microbiota at the phylum level
(A): The relative abundances of phylum in fecal samples of the four groups 24 hrs after the final FMT. (B): Verrucomicrobi (two-way ANOVA, antibiotic: F1,24 = 6.769, P = 0.016, FMT: F1,24 = 0.128, P = 0.724, interaction: F1,24 = 1.053, P = 0.315). Data are shown as mean ± S.E.M. (n = 7). *P < 0.05. FMT: fecal microbiota transplantation. NS: not significant. W + FMT-C: water + FMT from control (no CSDS) mice. W + FMT-S: water + FMT from CSDS susceptible mice. A + FMT-S: antibiotic + FMT from CSDS susceptible mice. A + FMT-C: antibiotic + FMT from control (no CSDS) mice.
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Figure S2. Altered composition in the gut microbiota at the genus level 
[bookmark: _Hlk31461499][bookmark: OLE_LINK6](A): The relative abundances of genus in fecal samples of the four groups 24 hrs after the final FMT. (B): Akkermansia (two-way ANOVA, antibiotic: F1,24 = 6.721, P = 0.016, FMT: F1,24 =0.107, P = 0.746, interaction: F1,24 = 0.963, P = 0.336). (C): Alistipes (two-way ANOVA, antibiotic: F1,24 = 11.641, P = 0.002, FMT: F1,24 = 9.142, P = 0.006, interaction: F1,24 = 3.879, P = 0.061). (D): Candidatus Arthromitus (two-way ANOVA, antibiotic: F1,24 = 1.064, P =0.313, FMT: F1,24 = 5.899, P = 0.023, interaction: F1,24 = 1.356, P = 0.256). (E): Parabacteroides (two-way ANOVA, antibiotic: F1,24 = 0.665, P =0.423, FMT: F1,24 = 9.407, P = 0.005, interaction: F1,24 = 3.961, P = 0.058). Data are shown as mean ± S.E.M. (n = 7). *P< 0.05, **P < 0.01. FMT: fecal microbiota transplantation. NS: not significant. W + FMT-C: water + FMT from control (no CSDS) mice. W + FMT-S: water + FMT from CSDS susceptible mice. A + FMT-S: antibiotic + FMT from CSDS susceptible mice. A + FMT-C: antibiotic + FMT from control (no CSDS) mice.
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Figure S3. Levels of short-chain fatty acids in fecal samples and correlation with microbiota
[bookmark: _Hlk31898756](A): Acetic acid (two-way ANOVA, antibiotics: F1,24 = 0.170, P =0.684, FMT: F1,24 =1.028, P =0.321, interaction: F1,24 =0.170, P =0.683) among the four groups. (B): Butyric acid (two-way ANOVA, antibiotics: F1,23 = 0.831, P =0.372, FMT: F1,23 =0.497, P =0.488, interaction: F1,23=0.122, P =0.730) among the four groups.
(C): Lactic acid (two-way ANOVA, antibiotics: F1,23 = 0.248, P =0.623, FMT: F1,23 =0.038, P =0.847, interaction: F1,23=0.782, P =0.386) among the four groups.
(D): Succinic acid (two-way ANOVA, antibiotics: F1,23 = 0.511, P =0.482, FMT: F1,23 =0.970, P =0.355, interaction: F1,23=2.053, P =0.165) among the four groups.
(E): Propionic acid (two-way ANOVA, antibiotics: F1,24 = 0.095, P =0.761, FMT: F1,24 =0.003, P =0.959, interaction: F1,24 =1.325, P =0.261) among the four groups. (F): There is a positive correlation (r = 0.397, P = 0.045) between succinic acid and L. intestinalis in fecal samples. The data are shown as mean ± S.E.M. (n = 7). FMT: fecal microbiota transplantation. NS: not significant.
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