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Supplementary Figure 5: WT and GsdmdI105N/I105N mice retinal RNA profiling and enrichment analysis (A) Experimental paradigm with red retinal labelling indicating lesion site. (B) LogCPM values for raw and normalised counts. (C) Relative Log Expression plots showing effective normalisation. (D) Principal component analysis (PCA) identified distinct clustering between groups as visualised in the 3D plot. (E) Summary of differentially expressed genes with cut-off of adjusted p value < 0.1 and <0.05 (N=4-5).
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B) Raw and Normalised Counts
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E) Summary of Differential Expression
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