Table S2. Correlation analyses between disease-associated states identified in AD MDMi and APOE genotype of AD patients.
	
	AD MDMi model
	Correlation coefficient with
APOE genotype
	P value
	Sample size (donors)

	% contact area between MDMi and ReNcell VM
	3D co-culture
	rs = 0.6172
	0.233
	6

	Number of contacts between MDMi and ReNcell VM
	3D co-culture
	rs = 0.1852
	0.733
	6

	PDGF-AA secretion
	3D co-culture
	rs = -0.1826
	0.778
	9

	EPO secretion
	3D co-culture
	rs = 0.2996
	0.411
	10

	IFN-γ secretion
	3D co-culture
	rs = 0.2336
	0.522
	10

	Angiopoietin 2 secretion
	3D co-culture
	rs = 0.4045
	0.278
	10

	GM-CSF secretion
	3D co-culture
	rs = 0.3371
	0.389
	10

	Total distance surveyed
(around Aβ-FITC)
	3D co-culture
	rs = 0.6708
	0.300
	5

	Speed
(around Aβ-FITC)
	3D co-culture
	rs = -0.4472
	0.600
	5

	%MDMi clustered around Aβ-FITC
	3D co-culture
	rs = -0.2236
	>0.999
	5

	IL-6 secretion 
(in response to Aβ-FITC)
	3D co-culture
	rs = -0.2010
	0.676
	7

	IL-1β secretion 
(in response to Aβ-FITC)
	3D co-culture
	rs = 0.2191
	0.629
	7

	IL-18 secretion 
(in response to Aβ-FITC)
	3D co-culture
	rs = -0.5578
	0.210
	7



