
Fig. S7

K L M
6E10 ThT OC

AD M AD loIFN M
0

200

400

600

H
P

C
 a

ve
ra

ge
 p

la
qu

e 
si

ze
 (μ

m
2 )

ns

AD M AD loIFN M
0

200

400

600

C
TX

 a
ve

ra
ge

 p
la

qu
e 

si
ze

 (μ
m

2 )

ns

I ThT

AD M AD loIFN M
0

2

4

6

8

10

H
P

C
 p

la
qu

e 
de

ns
ity

 p
er

 m
m

2

ns

AD M AD loIFN M
0

2

4

6

8

10

C
TX

 p
la

qu
e 

de
ns

ity
 p

er
 m

m
2

ns

AD M AD loIFN M
0

200

400

600

800

1000

H
P

C
 a

ve
ra

ge
 p

la
qu

e 
si

ze
 (μ

m
2 )

ns

AD M AD loIFN M
0

200

400

600

800

C
TX

 a
ve

ra
ge

 p
la

qu
e 

si
ze

 (μ
m

2 )

ns

H 6E10

AD M AD loIFN M
0

5

10

15

H
P

C
 p

la
qu

e 
de

ns
ity

 p
er

 m
m

2

ns

AD M AD loIFN M
0

5

10

15

20

C
TX

 p
la

qu
e 

de
ns

ity
 p

er
 m

m
2

ns

AD M AD loIFN M
0

200

400

600

800

1000

H
P

C
 a

ve
ra

ge
 p

la
qu

e 
si

ze
 (μ

m
2 )

ns

AD M AD loIFN M
0

200

400

600

800

1000

C
TX

 a
ve

ra
ge

 p
la

qu
e 

si
ze

 (μ
m

2 )

ns

J OC

AD M AD loIFN M
0

5

10

15

20

25

H
P

C
 p

la
qu

e 
de

ns
ity

 p
er

 m
m

2

ns

AD M AD loIFN M
0

10

20

30

40

C
TX

 p
la

qu
e 

de
ns

ity
 p

er
 m

m
2

ns

Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15Isg15

Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44Ifi44 Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2Helz2 Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6Herc6
Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3Ifitm3 Samd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9lSamd9l

Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Ifit3Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Rtp4Oas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1aOas1a Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2Stat2
0.00

0.25

0.50

0.75

1.00

1.25

-6 -3 0 3 6
log2 FC

−
lo

g 1
0

p 
ad

ju
st

A B

KRAS Signaling Dn
TNF-alpha Signaling via NF-kB

Mitotic Spindle
Unfolded Protein Response

mTORC1 Signaling
Complement

0 10 20 30 40 50
Combined Score

Adjusted p-value
1.0e-011.5e-01

AD loIFN M vs AD M

D E F
cFOSGFAP PNN

G
pNF

AD M AD loIFN M
0

50

100

150

200

nº
 o

f c
FO

S
+ 

ce
lls

 p
er

 m
m

2

p = 0.17

AD M AD loIFN M
0

4

8

12

%
 o

f R
O

I p
N

F+

✱✱

AD M AD loIFN M
0

20

40

60

80

%
 P

V
 w

ith
 P

N
N

✱

AD M AD loIFN M AD M AD loIFN M
0

0.5

1.0

1.5

2.0

2.5

%
C

TX
 G

FA
P

+

p = 0.14

0

2

4

6

8

%
H

P
C

 G
FA

P
+

ns

C IBA1 / CD68

AD M AD loIFN M
0

0.5

1.0

1.5

%
 o

f R
O

I C
D

68
+

ns

AD M AD loIFN M
0

1

2

3

4

5

%
 o

f R
O

I I
BA

1+

ns

AD M AD loIFN M
0

2

4

6

8

C
D

68
+ 

m
ea

n 
ar

ea
 (μ

m
2 )

ns

AD loIFN M
0

0.5

1.0

1.5
C

D
68

+ 
pa

rti
cl

es
 p

er
 m

m
2  (

x1
03 )

ns

AD M


