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L.R.
-I‘TAGCCCTTGGGGAACTTTTGTCACCAGGACCTGCAACATCTGAAGAATTGAGAAGATTGCTAAATCAATCTGATGGA

CTTGCGGACAGCCGGGGGTGGAGTCACTTGGGGAGAAATGGGTCATATCCTGCAGAAGAAGTAAGCTAAACTGGAGATTG
Transactivation response (TAR)element

AGATTTGCAGAAGTGGCAAGCCAGCCTGATAGATAGTGCTGAATAAGTGCATT TCGTGATGGCTCCTTGAGIGATEGATT
[TTACCTCGTTTGAGCGTTTGTCACCAAATACTCTGTCAGCARATTGCCATGCTTGATTGACATATCCGTTTGTTTTTTTT

GTCTATATATACTTTGAGGACTGCTTCATGGGGAGAGACCTTAGGTCTATCCTCGTGACCCAATARAGCATTGCAGAACT
I.R.
AGACACTGGTCTCCCGAGAATTTTGTCTAGGTTCTGGGCAGTAAGCTTCCTCCTCGGCGGGTCTCTTEACCCTTTGGGTG
Primer binding site
CACTGGGGGCACGGGAGTTTACAGGHEECECECAGTETEEEEETCCATAGGGCTTGAGAAGGGGCTCAGGAAGGGGAGTC

CACACTCTTGCTAGATGTCCTCAGAAGGCTGTCCTGAGAGGCCAATAGACAGCTCCCCAAAGCTGAGAGAAACTAAAAGC

GAAACTAACAGGTGCAGCCCAGCACAGGCAGCCAATGGACGCATCACTGGAAAGAGGAAGCAGTGAGTGAAAATGAGCAA

TGGATCCAGCTTGGGGAAAGATCTGAGAGAGCTTGAGGAAAAATTTAGTAAGGAGCTCACACCTAAAGTGAAAGGGAATT

TAAAGATCTTAACTAAGGTAGCTCAAGTGGAAGGTGGCATCTATGACCCAGGGTATTTAGGATATGTCTTCACAGCCATT

GAGGATTTTTTGTTGCAGACTGAAGCCGCATGCCAGGGCATACTTTTGTCTGGACATTTGCTGGAAAAAGGGATGATTAT

TAAACTAGTAACTTTCTTGCTAGAACAGGAGAAGGAAAAGCTAGCAAGAGCATGGATGGTGTTTTATGCAGTAGTGATTC

AAGGAATTCCGTTAAGACAGAGAGGGCTGCTTGTCAAGCATGGAATGATGTGGCGGAGGCCAAGGGCCCGGTCTGTCAGG

TCTGAAGTACAAGGACAAGAGGAGGCATCAGTAAACCCTGTAACTAGAGTACCACAGGGAGGTCCAGTGCCTATAAAATT

TCCATTGAAGGAGTTGACICAGAATAGCTTCTGTAACAGTTGAACATGGTTCCCTCTCAGATCCAGTTCAACACCATTTAT
Matrix € > Capsid

TAATGCTGTCAACTGCTGATCTGACTCCAGGAGACTGGATGACTGTGTTTTCAGCAATGCAAGGAAATGGGGCAATAAAG

ACAGGAATACAAGGGTTAATAGCTCAAAAAATGGAAGAGGATGAGGAAGCAAATGGACCAGGCTCATCACAGCCTATTAT

AGGGACAAATATGACAGCTGCCCAGCAGGCTAGTGATCAGCAGGCACCTCACTACAAACTATTTATGCAGTGGATCTTAG

ATACATGTCAGCAACTGAGAGAAAAAGTGGGAGGTGCTCTGATACCCCCTACCAGGATTTTGCAAGAGCCAAAGGAGCCC

TATGGCGACTTCACAGATCAACTCCATGTGGCCATAGAAAAGTTAACAATGAGTCAAGAGTTGAAGGAAGAATTAAAGGA

CAGGTTATCAGTAGATAACACCAATGGTGATTGCAAGAGAGCATTAGGAAAAATTGAGTATGGAGATCCACTAGTGGACA

AACTAAAATCATGTCAGAATGTAGEAACACTGACATGGAAAAAGGCACTTATGGCGGAAACCGAAGCACCTAAGAACAAT
Capsid€ > Nucleocapsid

CAGAGGGTAATACAACCTACCAGCAGGAAGATTATTTGTTTTAAATGTGGTACAGCTGGACACATAAAAAGGAACTGTAG

GAAAGGATCACAGGACAGGAGAGAGCCAAATCTCTGTCTGATTTGCAAGAAAGAGAAGCGCTGGACATCTCAATGTCCAC

AGGAAAAAAACTAGCATGGGGGGACTCAGAAGGGCACTCAGTTCCCTAGCATGGACAGTAAAATTGTGCCCTGACCAACC
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2081
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3121

3201

3281
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TAAGTCTTTATAGGAAATAGAAAAGATAAGAACTCTCAAGTATAGACCATGTTTATTAATACAAACTCCTTTGGAAGAAA
Protease active site

TTAATTCACTGATGGACACAGGAGCAGACCTAAGAATCTTAGGAGAACAGATAAAAGTAGATCATTACCCAATGGGAGCT

TCCATAAAAGTAACTGGAATAGGAGACTCCCAGAAATTCCAATTCTATCTATATGGTGTAGATATTAGAGGAAGGTTTGG

GAATAGGATGGCACATATGCCAGGAACTATGGATTTATTAGGGTGAGATGCTCTAGAAATACTAGGCATAAGGTTAGTAG

GAGCTGTACTGTCTACAAAATTACAGCCTGTCATGCCAGCTTTTAAGCCAAATGCCAAGTTTCCAAAACTCAAACAGTGG

Pro ¢ > RT

CCGATTTCAGCCGAGAAGCTAAAAGACATAAAGTCAATAACTGACTCCTTGCTTTCTGAAAATAAGATTAGAAAAGCGGC

CCCAGGAAATCCATGGAACACTCCATGTTTTGTTATTAAGAAAAGGGATGGAAAAACTTTTAGATTATCAATGGACTTTA

AACAACTAAATGAATGTACTGAATATGTGGTGGCAACCAACCCAGGCTTACCTCATCCATCAGGCATCCTTAGAATGCAC

AAATTTCATGTCTTATTAGATATGGCCAATGCCTACTTTACTGTACCCATTGCTGAGGAGTTCAGGCCCTACACTGCATT

TACAGTACCTCAGATCAACATGGTAGGACTGGGAGATAGATATGAATGGTGTTGTTTACCAAAAGGCTGGAATGGGAGCC

CAGAAACTTTTCAATCTACTCTAAGACCTATTATAGCAGTTATAGAAAGAAGGAAGTCTAAAGCAGTCTCCATAATTACT
RT active site

TATATGGATGACATCTTAATCTCAGGAGAAACAGAGGCCCAAGTGGAGAGAATAAAACTACTCACAGAAGAATTTCAGAA

GTGGGGTTTTGAGTTGCCTCCAGATAAGCAACAGAGAGGAAAGAATATAGAGAGAGTCTTAGGTTATTGCCTTACTGATG

AGGGATGGAAACCCACAAACATGGAACTAAGGAAGGAGGAAATACAGACTTTACATGATGTACAAGTTGTTAGGGAAACT

ACAATGGTTAGGGACTGGGTACCTATAGATCTTACTCCCATACATTACTTGCTGCGAGGAGATCAAGACCTTCTCAGTCC

ACAAAAAGCCACCCCTGAAGTGAATAGGCTATTACAGGAAGTAGATCAAAAAATAAAGTCAGAATTGGAGAGAGGAAGGA

TAGATCCACAAAAGGACTTAGAGGGATCTTGGGATACTCTAGGAGTTACCATCCATCAGGGGAAGGTGATTCTTAGTTGG

GCACCATTCACGTTCCCAAATGGAACAGTGGATTTGCTCTCATTACTAGACAGTTCAGTGGACAAGGTTCAGATGTTTGA
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3521 ATTATTAAGATATGGATATGAGTCCAAGATAATAAACCAGTCAGGGTCCTAGAAAGAATTAAAAAGTTTACAAATGCAGG 3600

3601 ATGTGTGGCCTACAAGATGGACATATAAGAAGTTTATTTGTAAAAATGGTCAGGGTTGGACTATAGGATTATCCAATCTA 3680

3681 CTTCAGATTAGGAGGATTGAAAAAACACCTATTGTAGGAGGAGAGACTGTCTATACAGATGCATCGAGGTTGCGGAARAC 3760

3761 TAACCACAAGAGAATAGCTTGGTACAACACAACCACGGGAGACACACATAGTATGGAAGTAAGCACAGARAACAGGACATG 3840

3841 CATGACAAGCAGAGCTCTTAGCAATTATAGGAGTACTAATTAATCATCCTAGGTCACTARATATAGTAACACATAGCAAA 3920

3921 TATATTGCAGCTTTTCTACCAAAAATAGGAGGACATGAGAGAAATAACCTATGGCAAGAAGTAATAGCCATGCTGGCAGA 4000

4001 AAGGGTAAAGCAAAGATATAGAACATTTGTTTCTTGGGTTCCTGGACACAGTGAGGTCCAGGAAATGA 4068
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