Supplementary Table 1. Sensitivity Analysis of Multivariable Models for Negative eGFRcr–eGFRcysC Discordance Including Serum Albumin
	Variable
	Model S1
Immune dysfunction
OR (95% CI)
	Model S2
CD4 <200 cells/µL
OR (95% CI)
	Model S3
CD4/CD8 <0.5
OR (95% CI)

	Male sex
	1.72 (0.50–5.95)
	2.14 (0.58–7.85)
	1.66 (0.48–5.76)

	Age (years)
	0.99 (0.95–1.03)
	0.99 (0.95–1.03)
	0.99 (0.95–1.03)

	Immune dysfunction (CD4 <200 or CD4/CD8 <0.5)
	2.31 (0.88–6.08)
	—
	—

	CD4 <200 cells/µL
	—
	5.27 (1.78–15.60)
	—

	CD4/CD8 ratio <0.5
	—
	—
	2.30 (0.85–6.18)

	Detectable HIV RNA (>40 copies/mL)
	1.15 (0.32–4.09)
	0.66 (0.17–2.52)
	1.12 (0.31–4.03)

	CD4 nadir <50 cells/µL
	1.04 (0.42–2.60)
	0.82 (0.31–2.17)
	1.02 (0.40–2.58)

	Serum albumin, per 1-SD decrease (0.66 g/dL)
	4.65 (2.36–9.16)
	4.81 (2.43–9.50)
	4.71 (2.39–9.29)

	
	
	
	

	Participants / events
	181 / 48
	181 / 48
	181 / 48

	C-statistic (95% CI)
	0.836 (0.767–0.905)
	0.855 (0.790–0.920)
	0.836 (0.767–0.904)


Note: Data are presented as odds ratios (ORs) with 95% confidence intervals (CIs) for negative eGFRcr–eGFRcys discordance, defined as eGFRcys >30% lower than eGFRcr. Three separate multivariable models were fitted, each including one immune-related exposure: composite immune dysfunction (Model S1), CD4 <200 cells/μL (Model S2), or CD4/CD8 ratio <0.5 (Model S3). All models were additionally adjusted for sex, age, detectable HIV RNA (>40 copies/mL), CD4 nadir <50 cells/μL, and serum albumin, modeled continuously and expressed per 1-SD decrease (0.66 g/dL). Model discrimination is presented as the C-statistic with its 95% CI, calculated using the DeLong method.


Supplementary Table 2. Characteristics of Participants With and Without Available Serum Albumin in the Analytical Cohort
	Variable
	Albumin available
n=181
	Albumin unavailable
n=186
	p

	BMI, kg/m²
	25.6 (22.7–28.8)
	26.6 (23.8–29.6)
	0.039

	CD4 <200 cells/μL, n (%)
	43/181 (23.8)
	26/186 (14.0)
	0.023

	CD4/CD8 ratio <0.5, n (%)
	78/181 (43.1)
	53/186 (28.5)
	0.005

	Composite immune dysfunction, n (%)
	81/181 (44.8)
	56/186 (30.1)
	0.005

	Negative eGFRcr–eGFRcys discordance, n (%)
	48/181 (26.5)
	35/186 (18.8)
	0.082


Note: Data are presented as median (IQR) or n (%). Percentages are based on the number of participants with available data. The analysis included the 367 participants from the primary analytical cohort, of whom 181 had available serum albumin measurements and 186 did not. P values represent comparisons between participants with and without available albumin.


