Proteins from toad’s parotoid macroglands: Do they play a role in gland functioning and chemical defence?
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Fig. A1 STRING protein-protein interaction network predicted for proteins identified in the extract from parotoids of the common toad Bufo bufo based on homology to Xenopus tropicalis. Red balls represent proteins involved in metabolic processes, while lines show interactions between proteins. The thicker the line, the stronger the interaction. Abbreviations within the balls represent protein labels. Full protein names and their labels are provided in Table A1 in Additional file 1. 
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Fig. A2 Number of proteins involved in metabolic processes predicted based on the Gene ontology enrichment analysis of proteins identified in the extract from parotoids of the common toad Bufo bufo 
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Fig. A3 Molecular functions and number of proteins predicted based on the Gene ontology enrichment analysis of proteins identified in the extract from parotoids of the common toad Bufo bufo
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Fig. A4 Number of proteins involved in signalling pathways predicted based on the KEGG analysis of proteins identified in the extract from parotoids of the common toad Bufo bufo
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Fig. A5 Localisation of proteins identified in the extract from parotoids of the common toad Bufo bufo within the cell based on the Gene ontology component analysis
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