	
	F
	p-value
	CIDP
	IgM-MGUS
anti-MAG+
	IgM-MGUS
anti-MAG-

	MDL_MED_dx
	8.069
	0.018
	4.70 [5.8]a,b
	3.92 [1.6]a
	7.02 [3.3]b

	MDL_ULN_dx
	6.379
	0.041
	3.45 [2.6]a,b
	3.10 [1.3]a
	4.20 [1.2]b

	MDL_ULN_sx
	12.815
	0.002
	3.55 [2.0]a
	2.95 [0.7]a
	4.22 [1.2]b

	MDL_SPE_dx
	11.106
	0.004
	6.27 [2.7]a
	5.35 [3.2]b
	10.47 [6.5]a

	MDL_SPE_sx
	8.684
	0.013
	6.00 [3.3]a
	5.85 [4.6]b
	9.25 [4.1]a

	MDL_SPI_dx
	7.044
	0.03
	5.95 [2.6]a,b
	5.20 [3.7]a
	9.50 [4.4]b

	MDL_SPI_sx
	8.446
	0.015
	6.00 [2.9]a,b
	4.97 [2.1]a
	8.22 [5.5]b

	SDL_MED_sx
	6.877
	0.032
	3.70 [1.6]a,b
	3.37 [0.8]a
	4.55 [2.1]b

	SDL_ULN_sx
	9.71
	0.008
	3.32 [0.8]a
	3.00 [1.1]b
	4.30 [1.1]a

	CMAP_SPE_dx
	9.754
	0.008
	4.90 [5.9]a
	2.75 [5.2]b
	0.50 [1.8]a

	CMAP_SPI_sx
	7.702
	0.021
	4.65 [5.3]a
	3.70 [10.2]b
	1.00 [3.5]a,b

	SNAP_Surale_dx
	7.53
	0.022
	4.20 [7.9]a
	4.50 [4.0]b
	1.30 [3.9]a,b

	MCV_MED_dx
	6.3
	0.043
	36.10 [19.8]a
	47.50 [11.6]a
	43.25 [7.4]a

	MCV_MED_sx
	9.816
	0.007
	34.50 [14.1]a
	48.60 [10.4]a,b
	43.70 [13.1]b

	SCV_MED_dx
	7.7
	0.021
	45.70 [14.7]a
	43.90 [6.8]b
	38.10 [17.8]a,b

	SCV_ULN_sx
	14.432
	0.001
	45.25 [11.0]a
	43.60 [8.8]b
	34.15 [9.5]a

	SCV_Surale_dx
	9.745
	0.008
	39.80 [9.1]a
	42.45 [4.3]b
	33.90 [8.3]a

	SCV_Surale_sx
	6.273
	0.043
	40.20 [9.6]a
	39.30 [5.3]b
	34.65 [7.4]a,b

	F_MED_dx
	8.493
	0.014
	47.17 [21.9]a
	34.02 [8.8]a,b
	37.02 [6.6]b

	F_ULN_sx
	9.002
	0.011
	44.175 [21.2]a
	33.45 [5.2]a,b
	34.80 [6.4]b

	F_SPI_sx
	6.392
	0.039
	80.27 [32.3]a
	66.95 [7.8]a
	66.02 [11.4]a



Table S1: Kruskal–Wallis test was used to evaluate the overall significance for each feature. For features showing significant global differences (p < 0.05), Dunn–Bonferroni post-hoc comparisons were conducted to identify specific group differences while controlling for multiple comparisons. Each subscript letter (a, b) indicates a subgroup whose column proportions do not differ significantly from each other at α = 0.05 level with the Bonferroni correction. 

