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	Comparison of group
	1x TVV
	1x TVV+MM
	2x TVV
	2x TVV+MM
	2x TVV
	2x TVV+MM
	1x TVV+MM
	2x TVV+MM

	Subtype/Lineage
	with group
	PBS
	PBS
	PBS
	PBS
	1x TVV
	1x TVV+MM
	1x TVV
	2x TVV

	H1N1
	A/California/07/09
	1
	0.014
	0.003
	<0.001
	0.003
	0.003
	0.014
	0.003

	H1N1
	A/Brisbane/59/07
	nd
	nd
	nd
	nd
	nd
	nd
	nd
	nd

	H3N2
	A/Perth/16/09
	<0.001
	<0.001
	<0.001
	<0.001
	0.448
	0.143
	<0.001
	0.008

	H3N2
	A/Hong Kong/01/68
	nd
	nd
	nd
	nd
	nd
	nd
	nd
	nd

	B/Victoria
	B/Brisbane/60/04
	0.993
	<0.001
	<0.001
	<0.001
	<0.001
	<0.001
	<0.001
	<0.001

	B/Yamagata
	B/Florida/04/06
	1
	0.154
	1
	0.003
	0.022
	1
	0.359
	0.005

	B/Yamagata
	B/Massachusetts/02/12
	 1
	0.933
	0.400
	<0.001
	0.945
	0.001
	0.480
	0.001



Table summarizes p-values of various group comparisons of HAI data. Statistical analysis was performed as described in the material and methods section. TVV = Trivalent Virosomal Vaccine. MM = Matrix-M™. nd indicates that no statistical analyses was performed due to a lack of detectable HAI titers.

