Additional file 5:Table S4. Pairwise sequence similarities comparing the ASGV-Js2 full-length genome with 17 ASGV isolates sequences from GenBank.
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	Pear
	Js2
	6497
	
	
	37
	
	
	6320
	
	
	
	
	
	963
	
	
	
	142
	

	
	HH
	6496
	82.8
	
	36
	100
	
	6320
	81.6
	96.7
	94.2
	98.3
	
	963
	85.8
	96.2
	
	142
	95.8

	
	 SK
	6497
	80.0
	
	36
	97.2
	
	6320
	81.5
	97.6
	92.7
	97.0
	
	963
	84.3
	94.4
	
	143
	92.3

	Apple
	P-209
	6495
	83.0
	
	35
	100
	
	6320
	82.4
	97.6
	92.1
	97.0
	
	963
	85.6
	96.6
	
	142
	96.5

	
	T47
	6496
	83.0
	
	36
	100
	
	6320
	82.3
	97.6
	92.3
	97.0
	
	963
	85.4
	95.9
	
	142
	96.5

	
	CHN
	6495
	82.4
	
	35
	97.1
	
	6320
	82.7
	98.0
	93.4
	97.0
	
	963
	84.8
	94.4
	
	143
	93.7

	
	YTG
	6495
	82.9
	
	35
	100
	
	6320
	80.4
	97.6
	94.7
	98.7
	
	963
	85.9
	97.5
	
	142
	96.5

	
	AC
	6496
	82.7
	
	36
	100
	
	6320
	83.4
	97.6
	93.1
	98.3
	
	963
	85.3
	97.2
	
	142
	95.1

	
	P12
	6478
	82.4
	
	35
	100
	
	6304
	83.4
	97.6
	93.1
	97.9
	
	961
	84.6
	95.6
	
	143
	95.1

	Lily
	L
	6496
	82.5
	
	35
	100
	
	6320
	80.5
	97.1
	94.5
	98.7
	
	963
	85.8
	97.2
	
	143
	95.8

	
	Li-23
	6495
	82.5
	
	35
	97.1
	
	6320
	81.1
	97.1
	94.5
	98.7
	
	963
	86.2
	97.2
	
	142
	95.8

	Citrus
	PK
	6496
	81.3
	
	36
	97.2
	
	6320
	81.0
	97.1
	91.3
	94.1
	
	963
	84.6
	97.2
	
	142
	95.1

	
	MTH
	6497
	83.0
	
	36
	100
	
	6320
	81.8
	96.7
	93.2
	96.6
	
	963
	85.7
	98.4
	
	143
	95.8

	
	ML
	6495
	82.5
	
	36
	97.2
	
	6320
	81.2
	96.3
	92.0
	95.8
	
	963
	85.7
	97.5
	
	141
	87.9

	
	Lcd-NA-1
	6496
	81.5
	
	35
	100
	
	6320
	82.4
	97.1
	91.4
	97.0
	
	963
	84.6
	96.6
	
	143
	95.1

	
	STJ
	6497
	81.2
	
	36
	100
	
	6320
	81.2
	97.1
	91.6
	95.4
	
	963
	83.7
	96.2
	
	142
	93.0

	
	K
	6496
	81.1
	
	35
	100
	
	6320
	81.0
	97.1
	91.7
	95.8
	
	963
	84.2
	96.9
	
	143
	94.4

	
	XHC
	6497
	80.6
	
	36
	100
	
	6320
	80.8
	96.7
	91.0
	94.9
	
	963
	83.0
	95.9
	
	143
	95.8


