[image: E:\C-Novogene\youdao-cloudnote\dickzh2608@163.com\6a1cda1f2b704108be131aa76e48d797\l.png][image: E:\C-Novogene\youdao-cloudnote\dickzh2608@163.com\eb076cfab1fa45a889e36bc4f36248de\m.png][image: E:\C-Novogene\youdao-cloudnote\dickzh2608@163.com\76bd413dc6d74172a36faa4b37061e67\s.png] Supplementary Figure 1 SEOV sequences detected by mNGS and mapped to an SEOV reference genome (S segment: NC_005236.1, M segment: NC_005237.1, L segment: NC_005238.1). The horizontal axis is the position of the reference sequence, the blue area is the coverage depth of mNGS sequence, and the gray part is the sequence reads
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