[bookmark: _Hlk139475317]Table S5. Sequence of the targeted spike gene region in SARS-CoV-2 positive clinical samples using Sanger sequencing.
	[bookmark: _GoBack]ID
	Lineage
	Sequence of the targeted region in spike gene
(Amino acids 427-518)

	Ba2
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688384140(1)]

	
	
	460N
	AAT
	[image: 1688384233(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688384392(1)]

	
	
	493R
	CGA
	[image: 1688724319(1)]

	
	
	498R
	CGA
	[image: 1688384785(1)]

	
	
	505H
	CAC
	[image: 1688384853(1)]

	M163
	BA.4/5
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCGGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTGTTAATTGTTACTTTCCTTTACAATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452R
	CGG
	[image: 1688431402(1)]

	
	
	460N
	AAT
	[image: 1688431499(1)]

	
	
	484A, 486V
	GCA, GTT
	[image: 1688431583(1)]

	
	
	493Q
	CAA
	[image: 1688431680(1)]

	
	
	498R
	CGA
	[image: 1688431779(1)]

	
	
	505H
	CAC
	[image: 1688431886(1)]

	412
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688432406(1)]

	
	
	460N
	AAT
	[image: 1688432535(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688432708(1)]

	
	
	493R
	CGA
	[image: 1688432784(1)]

	
	
	498R
	CGA
	[image: 1688432899(1)]

	
	
	505H
	CAC
	[image: 1688432954(1)]

	518
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688433758(1)]

	
	
	460N
	AAT
	[image: 1688433812(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688433888(1)]

	
	
	493R
	CGA
	[image: 1688433970(1)]

	
	
	498R
	CGA
	[image: 1688434057(1)]

	
	
	505H
	CAC
	[image: 1688434125(1)]

	523
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688720651(1)]

	
	
	460N
	AAT
	[image: 1688720692(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688720754(1)]

	
	
	493R
	CGA
	[image: 1688720803(1)]

	
	
	498R
	CGA
	[image: 1688720848(1)]

	
	
	505H
	CAC
	[image: 1688720923(1)]

	554
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688435078(1)]

	
	
	460N
	AAT
	[image: 1688435199(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688435261(1)]

	
	
	493R
	CGA
	[image: 1688435354(1)]

	
	
	498R
	CGA
	[image: 1688435413(1)]

	
	
	505H
	CAC
	[image: 1688435499(1)]

	561
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688443286(1)]

	
	
	460N
	AAT
	[image: 1688443370(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688443482(1)]

	
	
	493R
	CGA
	[image: 1688443523(1)]

	
	
	498R
	CGA
	[image: 1688443573(1)]

	
	
	505H
	CAC
	[image: 1688443632(1)]

	573
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688443888(1)]

	
	
	460N
	AAT
	[image: 1688443942(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688444025(1)]

	
	
	493R
	CGA
	[image: 1688444098(1)]

	
	
	498R
	CGA
	[image: 1688444163(1)]

	
	
	505H
	CAC
	[image: 1688444763(1)]

	577
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688445420(1)]

	
	
	460N
	AAT
	[image: 1688445462(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688445574(1)]

	
	
	493R
	CGA
	[image: 1688445646(1)]

	
	
	498R
	CGA
	[image: 1688445729(1)]

	
	
	505H
	CAC
	[image: 1688445783(1)]

	579
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688446004(1)]

	
	
	460N
	AAT
	[image: 1688446098(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688446202(1)]

	
	
	493R
	CGA
	[image: 1688446247(1)]

	
	
	498R
	CGA
	[image: 1688446300(1)]

	
	
	505H
	CAC
	[image: 1688446365(1)]

	69
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688446556(1)]

	
	
	460N
	AAT
	[image: 1688446594(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688446666(1)]

	
	
	493R
	CGA
	[image: 1688446705(1)]

	
	
	498R
	CGA
	[image: 1688446777(1)]

	
	
	505H
	CAC
	[image: 1688446816(1)]

	618
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688446990(1)]

	
	
	460N
	AAT
	[image: 1688447036(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688447074(1)]

	
	
	493R
	CGA
	[image: 1688447125(1)]

	
	
	498R
	CGA
	[image: 1688447168(1)]

	
	
	505H
	CAC
	[image: 1688447207(1)]

	649
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688447252(1)]

	
	
	460N
	AAT
	[image: 1688447600(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688447678(1)]

	
	
	493R
	CGA
	[image: 1688447770(1)]

	
	
	498R
	CGA
	[image: 1688447901(1)]

	
	
	505H
	CAC
	[image: 1688447979(1)]

	M34
	BA.4/5
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCGGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTGTTAATTGTTACTTTCCTTTACAATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452R
	CGG
	[image: 1688448253(1)]

	
	
	460N
	AAT
	[image: 1688448308(1)]

	
	
	484A, 486V
	GCA, GTT
	[image: 1688448356(1)]

	
	
	493Q
	CAA
	[image: 1688448419(1)]

	
	
	498R
	CGA
	[image: 1688448467(1)]

	
	
	505H
	CAC
	[image: 1688448531(1)]

	580
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688721095(1)]

	
	
	460N
	AAT
	[image: 1688721135(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688721187(1)]

	
	
	493R
	CGA
	[image: 1688721221(1)]

	
	
	498R
	CGA
	[image: 1688721301(1)]

	
	
	505H
	CAC
	[image: 1688721350(1)]

	584
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688517205(1)]

	
	
	460N
	AAT
	[image: 1688517499(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688518380(1)]

	
	
	493R
	CGA
	[image: 1688517661(1)]

	
	
	498R
	CGA
	[image: 1688517732(1)]

	
	
	505H
	CAC
	[image: 1688517821(1)]

	585
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688517956(1)]

	
	
	460N
	AAT
	[image: 1688518028(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688518245(1)]

	
	
	493R
	CGA
	[image: 1688518948(1)]

	
	
	498R
	CGA
	[image: 1688519151(1)]

	
	
	505H
	CAC
	[image: 1688519247(1)]

	592
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688519456(1)]

	
	
	460N
	AAT
	[image: 1688519512(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688519567(1)]

	
	
	493R
	CGA
	[image: 1688519620(1)]

	
	
	498R
	CGA
	[image: 1688519682(1)]

	
	
	505H
	CAC
	[image: 1688519923(1)]

	661
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688520179(1)]

	
	
	460N
	AAT
	[image: 1688520234(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688520270(1)]

	
	
	493R
	CGA
	[image: 1688520391(1)]

	
	
	498R
	CGA
	[image: 1688520353(1)]

	
	
	505H
	CAC
	[image: 1688520421(1)]

	673
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688520597(1)]

	
	
	460N
	AAT
	[image: 1688520632(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688520696(1)]

	
	
	493R
	CGA
	[image: 1688520748(1)]

	
	
	498R
	CGA
	[image: 1688520867(1)]

	
	
	505H
	CAC
	[image: 1688520928(1)]

	680
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688721956(1)]

	
	
	460N
	AAT
	[image: 1688722021(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688722074(1)]

	
	
	493R
	CGA
	[image: 1688722135(1)]

	
	
	498R
	CGA
	[image: 1688722188(1)]

	
	
	505H
	CAC
	[image: 1688722275(1)]

	682
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688521819(1)]

	
	
	460N
	AAT
	[image: 1688522027(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688522093(1)]

	
	
	493R
	CGA
	[image: 1688522177(1)]

	
	
	498R
	CGA
	[image: 1688522236(1)]

	
	
	505H
	CAC
	[image: 1688522306(1)]

	760
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688522836(1)]

	
	
	460N
	AAT
	[image: 1688522888(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688523034(1)]

	
	
	493R
	CGA
	[image: 1688523160(1)]

	
	
	498R
	CGA
	[image: 1688523203(1)]

	
	
	505H
	CAC
	[image: 1688523644(1)]

	765
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688525239(1)]

	
	
	460N
	AAT
	[image: 1688525384(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688525444(1)]

	
	
	493R
	CGA
	[image: 1688525474(1)]

	
	
	498R
	CGA
	[image: 1688525505(1)]

	
	
	505H
	CAC
	[image: 1688525566(1)]

	784
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688528674(1)]

	
	
	460N
	AAT
	[image: 1688528802(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688529109(1)]

	
	
	493R
	CGA
	[image: 1688529187(1)]

	
	
	498R
	CGA
	[image: 1688529239(1)]

	
	
	505H
	CAC
	[image: 1688529282(1)]

	789
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688529467(1)]

	
	
	460N
	AAT
	[image: 1688529567(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688529844(1)]

	
	
	493R
	CGA
	[image: 1688529903(1)]

	
	
	498R
	CGA
	[image: 1688531391(1)]

	
	
	505H
	CAC
	[image: 1688531447(1)]

	816
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688531655(1)]

	
	
	460N
	AAT
	[image: 1688531693(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688531732(1)]

	
	
	493R
	CGA
	[image: 1688531774(1)]

	
	
	498R
	CGA
	[image: 1688531800(1)]

	
	
	505H
	CAC
	[image: 1688531845(1)]

	860
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688532386(1)]

	
	
	460N
	AAT
	[image: 1688532436(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688532479(1)]

	
	
	493R
	CGA
	[image: 1688532601(1)]

	
	
	498R
	CGA
	[image: 1688532670(1)]

	
	
	505H
	CAC
	[image: 1688532738(1)]

	873
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688723405(1)]

	
	
	460N
	AAT
	[image: 1688723498(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688723566(1)]

	
	
	493R
	CGA
	[image: 1688723615(1)]

	
	
	498R
	CGA
	[image: 1688723656(1)]

	
	
	505H
	CAC
	[image: 1688723703(1)]

	877
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688533018(1)]

	
	
	460N
	AAT
	[image: 1688533073(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688533116(1)]

	
	
	493R
	CGA
	[image: 1688533159(1)]

	
	
	498R
	CGA
	[image: 1688533208(1)]

	
	
	505H
	CAC
	[image: 1688533237(1)]

	884
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688533435(1)]

	
	
	460N
	AAT
	[image: 1688533478(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688533540(1)]

	
	
	493R
	CGA
	[image: 1688533618(1)]

	
	
	498R
	CGA
	[image: 1688533686(1)]

	
	
	505H
	CAC
	[image: 1688533760(1)]

	885
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688533894(1)]

	
	
	460N
	AAT
	[image: 1688533933(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688534004(1)]

	
	
	493R
	CGA
	[image: 1688534063(1)]

	
	
	498R
	CGA
	[image: 1688534096(1)]

	
	
	505H
	CAC
	[image: 1688534127(1)]

	93
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688534235(1)]

	
	
	460N
	AAT
	[image: 1688534274(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688534308(1)]

	
	
	493R
	CGA
	[image: 1688534349(1)]

	
	
	498R
	CGA
	[image: 1688534386(1)]

	
	
	505H
	CAC
	[image: 1688534422(1)]

	912
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688534699(1)]

	
	
	460N
	AAT
	[image: 1688534730(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688534763(1)]

	
	
	493R
	CGA
	[image: 1688534810(1)]

	
	
	498R
	CGA
	[image: 1688534848(1)]

	
	
	505H
	CAC
	[image: 1688534895(1)]

	913
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688535029(1)]

	
	
	460N
	AAT
	[image: 1688535067(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688535125(1)]

	
	
	493R
	CGA
	[image: 1688535187(1)]

	
	
	498R
	CGA
	[image: 1688535231(1)]

	
	
	505H
	CAC
	[image: 1688535268(1)]

	949
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688535446(1)]

	
	
	460N
	AAT
	[image: 1688535506(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688535542(1)]

	
	
	493R
	CGA
	[image: 1688535577(1)]

	
	
	498R
	CGA
	[image: 1688535613(1)]

	
	
	505H
	CAC
	[image: 1688535648(1)]

	961
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688535762(1)]

	
	
	460N
	AAT
	[image: 1688535810(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688535844(1)]

	
	
	493R
	CGA
	[image: 1688535881(1)]

	
	
	498R
	CGA
	[image: 1688535910(1)]

	
	
	505H
	CAC
	[image: 1688535940(1)]

	984
	BA.2
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCTGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTTTTAATTGTTACTTTCCTTTACGATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452L
	CTG
	[image: 1688535978(1)]

	
	
	460N
	AAT
	[image: 1688536005(1)]

	
	
	484A, 486F
	GCA, TTT
	[image: 1688536029(1)]

	
	
	493R
	CGA
	[image: 1688536059(1)]

	
	
	498R
	CGA
	[image: 1688536084(1)]

	
	
	505H
	CAC
	[image: 1688536106(1)]

	M90
	BA.4/5
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCGGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTGTTAATTGTTACTTTCCTTTACAATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452R
	CGG
	[image: 1688536293(1)]

	
	
	460N
	AAT
	[image: 1688536321(1)]

	
	
	484A, 486V
	GCA, GTT
	[image: 1688536414(1)]

	
	
	493Q
	CAA
	[image: 1688536484(1)]

	
	
	498R
	CGA
	[image: 1688536530(1)]

	
	
	505H
	CAC
	[image: 1688536566(1)]

	M84
	BA.4/5
	GATGATTTTACAGGCTGCGTTATAGCTTGGAATTCTAACAAGCTTGATTCTAAGGTTGGTGGTAATTATAATTACCGGTATAGATTGTTTAGGAAGTCTAATCTCAAACCTTTTGAGAGAGATATTTCAACTGAAATCTATCAGGCCGGTAACAAACCTTGTAATGGTGTTGCAGGTGTTAATTGTTACTTTCCTTTACAATCATATGGTTTCCGACCCACTTATGGTGTTGGTCACCAACCATACAGAGTAGTAGTACTTTCTTTTGAACTTCTA

	
	
	Genotype
	Codon
	Sanger sequencing diagram

	
	
	452R
	CGG
	[image: ]

	
	
	460N
	AAT
	[image: ]

	
	
	484A, 486V
	GCA, GTT
	[image: ]

	
	
	493Q
	CAA
	[image: ]

	
	
	498R
	CGA
	[image: ]

	
	
	505H
	CAC
	[image: ]
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