Supplementary Table 1 Univariate and multivariate analyses for the association between in-hospital mortality and SARS-CoV-2 RNA load and other factors
	
	Univariate analysis
	
	Multivariate analysis

	
	OR
	95% CI
	P
	
	aOR
	95% CI
	P

	SARS-CoV-2 RNAemia
	
	
	
	
	
	
	

	Negative
	Reference
	
	Reference

	50-1000 copies/ml
	5.727
	1.934-16.959
	0.002
	
	4.407
	1.200-16.187
	0.025

	≥1000 copies/ml
	8.400
	1.631-43.266
	0.011
	
	6.888
	0.923-51.393
	0.060

	Age
	1.082
	1.021-1.147
	0.008
	
	1.125
	1.042-1.214
	0.002

	Severity of COVID-19
	5.535
	1.523-20.120
	0.009
	
	3.856
	0.899-16.547
	0.069

	Sepsis
	3.021
	0.939-9.717
	0.064
	
	
	
	

	Lymphocyte
	0.218
	0.056-0.848
	0.028
	
	
	
	

	Platelet
	0.993
	0.987-0.999
	0.033
	
	
	
	

	C-reaction protein
	1.015
	1.006-1.025
	0.001
	
	1.017
	1.005-1.030
	0.006


Multiple logistics regression model was performed to evaluate the association between the risk factors and in-hospital mortality. The measurements with P＜0.1 in univariate analysis were shown in this table and included in the multivariate model for final analysis.
OR, odds ratio; CI, confidence interval; aOR, adjusted odds ratio.



Supplementary Table 2 Univariate and multivariate analyses for the association between 180-day mortality and SARS-CoV-2 RNA load and other factors
	
	Univariate analysis
	
	Multivariate analysis

	
	HR
	95% CI
	P
	
	aHR
	95% CI
	P

	SARS-CoV-2 RNAemia
	
	
	
	
	
	
	

	Negative
	Reference
	
	Reference

	50-1000 copies/ml
	3.497
	1.613-7.581
	0.002
	
	2.463
	1.119-5.418
	0.025

	≥1000 copies/ml
	4.228
	1.388-12.882
	0.011
	
	4.335
	1.363-13.786
	0.013

	Age
	1.074
	1.025-1.125
	0.003
	
	1.076
	1.027-1.126
	0.002

	Severity of COVID-19
	4.305
	1.501-12.346
	0.007
	
	3.209
	1.090-9.445
	0.034

	Sepsis
	2.729
	1.044-7.134
	0.041
	
	
	
	

	Lymphocyte
	0.332
	0.124-0.887
	0.028
	
	
	
	

	Platelet
	0.994
	0.989-0.999
	0.014
	
	
	
	

	C-reaction protein
	1.008
	1.002-1.014
	0.005
	
	
	
	


Cox regression model was performed to evaluate the association between the risk factors and 180-d mortality. The measurements with P＜0.1 in univariate analysis were shown in this table and included in the multivariate model for final analysis.



Supplementary Table 3 Plasma IL-6, IL-8 and IL-10 levels in different stratifications of SARS-CoV-2 RNA load
	
	SARS-CoV-2 RNA stratification
	P-value

	
	Negative
(n=65)
	50-1000 copies/ml
(n=20)
	＞1000 copies/ml
(n=7)
	

	IL-6 (pg/ml)
	10.33 (6.79, 24.30) 
	36.49 (11.33, 79.48)
	67.58 (5.32, 229.20)
	0.008

	IL-8 (pg/ml)
	12.71 (7.47, 21.41)
	27.35 (12.23, 43.42)
	34.74 (15.31, 63.37)
	0.001

	IL-10 (pg/ml)
	3.32 (2.49, 4.04)
	6.39 (4.14, 9.35)
	6.96 (3.18, 13.87)
	＜0.001


Data were presented as Median [IQR]. Plasma levels of cytokines were performed in 92 patients.


Supplementary Table 4 Plasma IL-6, IL-8 and IL-10 levels between survivors and non-survivors during 180-day follow-up period 
	
	Survivors (n = 61)
	Non-survivors (n = 29)
	P-value

	IL-6 (pg/ml)
	9.34 [5.62, 24.44]
	56.47 [11.39, 149.68]
	＜0.001

	IL-8 (pg/ml)
	11.78 [7.29, 14.31]
	32.29 [17.85, 50.02]
	＜0.001

	IL-10 (pg/ml)
	3.32 [2.58, 4.29]
	5.50 [3.28, 7.33]
	0.005


Data were presented as Median [IQR]. Plasma levels of cytokines were performed in 92 patients, while 2 patients were missing during the follow-up period. Therefore, 90 patients were analyzed.

