Table. S2. Detailed information of viral sequences identified in this study
	Virus strain name
	GenBase ID.
	BioSample ID
	Length (bp)
	Genome
	Classification

	WX_HC1_Picor2023
	C_AA079502.1
	All libraries
	7,476
	Complete CDS
	Picornaviridae

	WX_HC2_Picor2023
	C_AA079503.1
	SAMC3865100
	6,863
	 3’partial 
	Picornaviridae

	WX_BALF8_Picor2023
	C_AA079501.1
	SAMC3865111
	7,159
	Complete CDS
	Picornaviridae

	WX_BALF10_Picor2023
	C_AA079499.1
	SAMC3865113
	7,187
	Complete CDS 
	Picornaviridae

	WX_BALF8_Parv2023
	C_AA079500.1
	SAMC3865111
	4,529
	Complete CDS
	Parvoviridae

	WX_BALF10_Param2023
	C_AA079498.1
	SAMC3865113
	15,429
	Complete CDS
	Paramyxoviridae

	WX_TW4_Genom2023
	C_AA079504.1
	SAMC3865107
	2,150
	Complete CDS
	Genomoviridae



