Supplementary Information

Supplementary Table S1. Lists of primer sequences 

	Name
	Forward
	Reverse
	Etc.

	Apa I F/Age I R
	GCAGGGCCCCTAGGAAAAAGGGC
	TGTACCGGTTCTTTTAGAATCTC
	Amplified region: Apa I – Age I site of pNL4-3 (nt 2010 – 3485)

	L100I
	TGCAGGGATCAAACAGAAAAAATCAGT
	TGTTTGATCCCTGCAGGATGTGGTATTC
	Site-direct mutagenesis primer pairs.
(mutations are underlined)


	K101P
	GCAGGGTTACCCCAGAAAAAATC
	TTTTTCTGGGGTAACCCTGCAG
	

	[bookmark: _GoBack]K103N
	GTTAAAACAGAACAAATCAGTA
	TACTGATTTGTTCTGTTTTAAC
	

	V106M
	AAAATCAATGACAGTACTGGATGTG
	ACTGTCATTGATTTTTTCTGTTTTAAC
	

	Y181C
	CATAGTCATCTGTCAATACATG
	CATGTATTGACAGATGACTATG
	

	Y181V
	CATAGTCATCGTGCAATACATGGAT
	ATCCATGTATTGCACGATGACTATG
	

	Y188L
	TGATTTGCTGGTAGGATCTGACTTAGA
	CCTACCAGCAAATCATCCATGTATTGA
	

	G190A
	TTGTATGTAGCCTCTGACTTAGAA
	TTCTAAGTCAGAGGCTACATACAA
	

	G190C
	GTATGTATGCTCTGACTTAGAAATAGGGCAGC
	TCAGAGCATACATACAAATCATCCATGTATTGA
	

	G190E
	TTGTATGTAGAGTCTGACTTAGAA
	TTCTAAGTCAGACTCTACATACAA
	

	G190S
	GTATGTATCTTCTGACTTAGAAATAGGGCAGC
	TCAGAAGATACATACAAATCATCCATGTATTGA
	

	M230L
	CCTTTGGCTGGGTTATGAAC
	GTTCATAACCCAGCCAAAGG
	


Primers used for cloning of NNRTIs resistance mutants (5′–3′)


	Name
	Forward
	Reverse
	Probe

	Early RT
	GCCTCAATAAAGCTTGCCTTGA
	TGACTAAAAGGGTCTGAGGGATCT
	[FAM]AGAGTCACACAACAGACGGGCACACACTA[BHQ1]

	Late RT
	TGTGTGCCCGTCTGTTGTGT
	GAGTCCTGCGTCGAGAGATC
	[FAM]CAGTGGCGCCCGAACAGGGA [TAMRA]

	β-globin
	ACATTTGCTTCTGACACAAC
	AACGGCAGACTTCTCCTCAG
	[FAM]AGCAACCTCAAACAGACACCAT[BHQ1]


Primers used for qRT-PCR of RT products (5′–3′)


	Name
	Forward
	Reverse
	ULF1
	Probe

	1st PCR
	GCCTCCCAAAGTGCTGGGATTACAG
	TCCCAGCTACTGGGGAGGCTGAGG
	ATGCCACGTAAGCGAAACTCTGGGTCTCTCTDGTTAGAC
	

	2nd PCR
	CTGAGGGATCTCTAGTTACC
	ATGCCACGTAAGCGAAACT
	
	[LC640]CACTCAAGGCAAGCTTATTGAGGC[BHQ1]

	CD3
	GGCTATCATTCTTCTTCAAGGT
	CCTCTCTTCAGCCATTTAAGTA
	
	[LC640]AGCAGAGAACAGTTAAGAGCCTCCAT[BHQ1]


Primers used for Alu-PCR (5′–3′)


	Name
	Forward
	Reverse
	Etc.

	RT
	ATAGAAATCTGCGGACAT
	CGTTAGGGGGACAACTTT
	Amplified region: nt 2441-3959 of pNL4-3


Primers used for NGS analysis (5′–3′)

Supplementary Table S2. Proportions of mutations

	
	BPPT
	EFV
	RPV

	
	Day 36
	Day 39
	Day 52
	Day 36
	Day 39
	Day 52
	Day 36
	Day 39
	Day 52

	L100I
	62.79%
	41.82%
	26.60%
	22.22%
	82.20%
	97.63%
	47.94%
	
	1.31%

	K101E
	1.34%
	
	
	
	3.31%
	1.85%
	1.42%
	
	

	K103N
	
	
	
	
	
	1.05%
	
	
	

	V106any
	
	
	
	
	
	0.45% (I)
	
	
	0.5% (A)

	V108I
	0.81%
	1.01%
	1.33%
	0.68%
	
	4.44%
	
	
	0.67%

	E138any
	2.83%
	5.89%
	3.28%
	43.1%:
40.63(K)
2.47 (G)
	
	
	45.17% (K)
	88.79% (K)
	99.20% (K)

	V179I
	
	
	0.64%
	
	
	
	
	
	

	Y181any
	29.14%:
24.88(C)
4.26(H)
	45.75%:
36.50(C)
9.25(H)
	75.63%:
72.10(C)
3.53(H)
	30.51%:
26.19(C)
4.32(H)
	
	
	
	
	

	Y188any
	
	
	
	
	
	4.99% (C)
	
	0.79% (*)
	0.69% (*)

	G190any
	
	1.78% (C)
	
	
	8.58%:
8.55 (c)
0.03 (*)
	
	
	2.08%:
1.26 (E)
0.64 (C)
0.18 (D)
	22.07%:
20.63 (E)
0.99 (K)
0.23 (D)
0.22 (R)

	H221any
	1.49% (Y)
	2.66% (Y)
	2.24 %
(Y)
	5.95%:
3.22 (Q)
1.44 (Y)
0.84 (N)
0.42 (K)
0.03 (*)
	
	2.24 %
(Y)
	4.86%:
3.61 (Q)
0.74 (N)
0.51 (K)
	11.15%: 7.47 (Q)
1.75 (N)
1.10 (K)
0.74 (L)
0.09 (I)
	10.31%: 7.01 (Q)
1.53 (N)
0.91 (K)
0.71 (L)
0.15 (I)

	225H
	
	
	
	
	
	1.91% (H)
	
	
	



