SUPPLEMENTARY MATERIAL
Supplementary Table 1.  List of upregulated genes in HIV.  

	Sl. no
	ID
	Gene Symbol
	logFC
	Significance

	1. 
	200602_at
	APP
	0.683277
	Upregulated

	2. 
	200662_s_at
	TOMM20
	0.517914
	Upregulated

	3. 
	200664_s_at
	DNAJB1
	0.561216
	Upregulated

	4. 
	200665_s_at
	SPARC
	1.744203
	Upregulated

	5. 
	200705_s_at
	EEF1B2
	0.525112
	Upregulated

	6. 
	200730_s_at
	PTP4A1
	0.848099
	Upregulated

	7. 
	200736_s_at
	GPX1
	0.716957
	Upregulated

	8. 
	200748_s_at
	FTH1
	0.737402
	Upregulated

	9. 
	200920_s_at
	BTG1
	0.592683
	Upregulated

	10. 
	200965_s_at
	ABLIM1
	0.582973
	Upregulated

	11. 
	200998_s_at
	CKAP4
	0.547488
	Upregulated

	12. 
	201005_at
	CD9
	1.138849
	Upregulated

	13. 
	201058_s_at
	MYL9
	0.776237
	Upregulated

	14. 
	201059_at
	CTTN
	0.739551
	Upregulated

	15. 
	201106_at
	GPX4
	0.568282
	Upregulated

	16. 
	201122_x_at
	EIF5A
	0.909019
	Upregulated

	17. 
	201136_at
	PLP2
	0.661239
	Upregulated

	18. 
	201146_at
	NFE2L2
	0.694309
	Upregulated

	19. 
	201169_s_at
	BHLHE40
	0.866744
	Upregulated

	20. 
	201195_s_at
	SLC7A5
	1.273678
	Upregulated

	21. 
	201196_s_at
	AMD1
	0.551576
	Upregulated

	22. 
	201235_s_at
	BTG2
	0.842197
	Upregulated

	23. 
	201242_s_at
	ATP1B1
	0.656297
	Upregulated

	24. 
	201259_s_at
	SYPL1
	0.62914
	Upregulated

	25. 
	201300_s_at
	PRNP
	0.759235
	Upregulated

	26. 
	201313_at
	ENO2
	0.607235
	Upregulated

	27. 
	201367_s_at
	ZFP36L2
	0.8047
	Upregulated

	28. 
	201416_at
	SOX4
	1.120502
	Upregulated

	29. 
	201473_at
	JUNB
	0.804927
	Upregulated

	30. 
	201502_s_at
	NFKBIA
	0.871584
	Upregulated

	31. 
	201506_at
	TGFBI
	0.508926
	Upregulated

	32. 
	201531_at
	ZFP36
	0.811978
	Upregulated

	33. 
	201701_s_at
	PGRMC2
	0.58881
	Upregulated

	34. 
	201739_at
	SGK1
	1.079612
	Upregulated

	35. 
	201751_at
	JOSD1
	0.847675
	Upregulated

	36. 
	201925_s_at
	CD55
	0.841382
	Upregulated

	37. 
	201939_at
	PLK2
	0.650692
	Upregulated

	38. 
	201999_s_at
	DYNLT1
	0.55454
	Upregulated

	39. 
	202016_at
	MEST
	0.996794
	Upregulated

	40. 
	202018_s_at
	LTF
	0.523294
	Upregulated

	41. 
	202146_at
	IFRD1
	0.509598
	Upregulated

	42. 
	202165_at
	PPP1R2
	0.519831
	Upregulated

	43. 
	202206_at
	ARL4C
	0.560868
	Upregulated

	44. 
	202284_s_at
	CDKN1A
	1.352671
	Upregulated

	45. 
	202364_at
	MXI1
	0.965488
	Upregulated

	46. 
	202371_at
	TCEAL4
	0.691868
	Upregulated

	47. 
	202388_at
	RGS2
	0.618839
	Upregulated

	48. 
	202393_s_at
	KLF10
	0.837835
	Upregulated

	49. 
	202464_s_at
	PFKFB3
	1.371422
	Upregulated

	50. 
	202481_at
	DHRS3
	0.668049
	Upregulated

	51. 
	202497_x_at
	SLC2A3
	0.948591
	Upregulated

	52. 
	202555_s_at
	MYLK
	0.612267
	Upregulated

	53. 
	202599_s_at
	NRIP1
	1.121758
	Upregulated

	54. 
	202708_s_at
	HIST2H2BE
	0.533479
	Upregulated

	55. 
	202842_s_at
	DNAJB9
	0.53932
	Upregulated

	56. 
	202861_at
	MIR6883
	0.812571
	Upregulated

	57. 
	202887_s_at
	DDIT4
	0.549036
	Upregulated

	58. 
	202917_s_at
	S100A8
	1.429204
	Upregulated

	59. 
	202974_at
	MPP1
	0.579542
	Upregulated

	60. 
	203113_s_at
	EEF1D
	0.647705
	Upregulated

	61. 
	203140_at
	BCL6
	0.705312
	Upregulated

	62. 
	203233_at
	IL4R
	0.563514
	Upregulated

	63. 
	203303_at
	DYNLT3
	0.521564
	Upregulated

	64. 
	203305_at
	F13A1
	1.392756
	Upregulated

	65. 
	203313_s_at
	TGIF1
	1.232501
	Upregulated

	66. 
	203341_at
	CEBPZ
	0.536161
	Upregulated

	67. 
	203408_s_at
	SATB1
	0.60882
	Upregulated

	68. 
	203411_s_at
	LMNA
	0.697421
	Upregulated

	69. 
	203413_at
	NELL2
	1.115959
	Upregulated

	70. 
	203414_at
	MMD
	1.181931
	Upregulated

	71. 
	203502_at
	BPGM
	0.547011
	Upregulated

	72. 
	203509_at
	SORL1
	0.645824
	Upregulated

	73. 
	203535_at
	S100A9
	0.817474
	Upregulated

	74. 
	203680_at
	PRKAR2B
	1.881746
	Upregulated

	75. 
	203708_at
	PDE4B
	1.206087
	Upregulated

	76. 
	203725_at
	GADD45A
	1.596378
	Upregulated

	77. 
	203751_x_at
	JUND
	0.944412
	Upregulated

	78. 
	203787_at
	SSBP2
	0.970438
	Upregulated

	79. 
	203817_at
	GUCY1B3
	0.615378
	Upregulated

	80. 
	203865_s_at
	ADARB1
	0.5277
	Upregulated

	81. 
	204069_at
	MEIS1
	0.740139
	Upregulated

	82. 
	204080_at
	TOE1
	0.629294
	Upregulated

	83. 
	204081_at
	NRGN
	1.706157
	Upregulated

	84. 
	204093_at
	CCNH
	0.704601
	Upregulated

	85. 
	204094_s_at
	TSC22D2
	0.738807
	Upregulated

	86. 
	204105_s_at
	NRCAM
	0.510337
	Upregulated

	87. 
	204115_at
	GNG11
	1.336515
	Upregulated

	88. 
	204215_at
	TMEM243
	0.61611
	Upregulated

	89. 
	204418_x_at
	GSTM2
	0.761906
	Upregulated

	90. 
	204466_s_at
	SNCA
	0.734101
	Upregulated

	91. 
	204487_s_at
	KCNQ1
	0.591208
	Upregulated

	92. 
	204491_at
	PDE4D
	0.808542
	Upregulated

	93. 
	204541_at
	SEC14L2
	0.608799
	Upregulated

	94. 
	204550_x_at
	GSTM1
	0.706995
	Upregulated

	95. 
	204605_at
	CGRRF1
	0.800652
	Upregulated

	96. 
	204615_x_at
	IDI1
	0.673895
	Upregulated

	97. 
	204621_s_at
	NR4A2
	1.537155
	Upregulated

	98. 
	204642_at
	S1PR1
	0.907754
	Upregulated

	99. 
	204718_at
	EPHB6
	0.650689
	Upregulated

	100. 
	204749_at
	NAP1L3
	0.861929
	Upregulated

	101. 
	204790_at
	SMAD7
	2.237261
	Upregulated

	102. 
	204896_s_at
	PTGER4
	0.515675
	Upregulated

	103. 
	204949_at
	ICAM3
	0.530708
	Upregulated

	104. 
	204951_at
	RHOH
	0.531731
	Upregulated

	105. 
	204952_at
	LYPD3
	1.005099
	Upregulated

	106. 
	204958_at
	PLK3
	0.884715
	Upregulated

	107. 
	204992_s_at
	PFN2
	0.558351
	Upregulated

	108. 
	204993_at
	GNAZ
	0.611686
	Upregulated

	109. 
	205019_s_at
	VIPR1
	0.527194
	Upregulated

	110. 
	205020_s_at
	ARL4A
	0.675771
	Upregulated

	111. 
	205047_s_at
	ASNS
	0.520295
	Upregulated

	112. 
	205048_s_at
	PSPH
	1.614386
	Upregulated

	113. 
	205127_at
	PTGS1
	0.514702
	Upregulated

	114. 
	205214_at
	STK17B
	0.778926
	Upregulated

	115. 
	205221_at
	HGD
	0.691725
	Upregulated

	116. 
	205239_at
	AREG
	1.693036
	Upregulated

	117. 
	205259_at
	NR3C2
	0.936815
	Upregulated

	118. 
	205382_s_at
	CFD
	0.514535
	Upregulated

	119. 
	205409_at
	FOSL2
	0.511231
	Upregulated

	120. 
	205442_at
	LOC101928198
	1.274739
	Upregulated

	121. 
	205559_s_at
	PCSK5
	0.580983
	Upregulated

	122. 
	205624_at
	CPA3
	0.674768
	Upregulated

	123. 
	206059_at
	ZNF91
	0.896583
	Upregulated

	124. 
	206240_s_at
	ZNF136
	0.636572
	Upregulated

	125. 
	206283_s_at
	TAL1
	0.583618
	Upregulated

	126. 
	206310_at
	SPINK2
	0.615667
	Upregulated

	127. 
	206337_at
	CCR7
	0.859041
	Upregulated

	128. 
	206359_at
	SOCS3
	0.725605
	Upregulated

	129. 
	206374_at
	DUSP8
	0.771385
	Upregulated

	130. 
	206390_x_at
	PF4
	1.722437
	Upregulated

	131. 
	206404_at
	FGF9
	0.677517
	Upregulated

	132. 
	206493_at
	ITGA2B
	0.980977
	Upregulated

	133. 
	206648_at
	ZNF571
	1.181582
	Upregulated

	134. 
	206655_s_at
	GP1BB
	1.442006
	Upregulated

	135. 
	206686_at
	PDK1
	0.506353
	Upregulated

	136. 
	206980_s_at
	FLT3LG
	0.535241
	Upregulated

	137. 
	207001_x_at
	TSC22D3
	0.75171
	Upregulated

	138. 
	207040_s_at
	ST13
	0.531048
	Upregulated

	139. 
	207132_x_at
	PFDN5
	0.612481
	Upregulated

	140. 
	207206_s_at
	ALOX12
	0.964586
	Upregulated

	141. 
	207389_at
	GP1BA
	0.512527
	Upregulated

	142. 
	207426_s_at
	TNFSF4
	0.550797
	Upregulated

	143. 
	207574_s_at
	GADD45B
	0.759047
	Upregulated

	144. 
	207630_s_at
	CREM
	1.124069
	Upregulated

	145. 
	207808_s_at
	PROS1
	0.504601
	Upregulated

	146. 
	207815_at
	PF4V1
	1.985032
	Upregulated

	147. 
	207978_s_at
	NR4A3
	0.979648
	Upregulated

	148. 
	208073_x_at
	TTC3
	0.604872
	Upregulated

	149. 
	208078_s_at
	SIK1
	0.904841
	Upregulated

	150. 
	208115_x_at
	EDRF1
	0.601823
	Upregulated

	151. 
	208190_s_at
	LSR
	0.558531
	Upregulated

	152. 
	208248_x_at
	APLP2
	0.533446
	Upregulated

	153. 
	208601_s_at
	TUBB1
	1.242397
	Upregulated

	154. 
	208636_at
	ACTN1
	1.079279
	Upregulated

	155. 
	208791_at
	CLU
	1.342092
	Upregulated

	156. 
	208810_at
	DNAJB6
	0.76792
	Upregulated

	157. 
	208868_s_at
	GABARAPL1
	0.705485
	Upregulated

	158. 
	208924_at
	RNF11
	0.657412
	Upregulated

	159. 
	208978_at
	CRIP2
	0.597389
	Upregulated

	160. 
	209020_at
	OSER1
	0.970593
	Upregulated

	161. 
	209081_s_at
	COL18A1
	0.664722
	Upregulated

	162. 
	209112_at
	CDKN1B
	0.55777
	Upregulated

	163. 
	209156_s_at
	COL6A2
	1.116408
	Upregulated

	164. 
	209184_s_at
	IRS2
	1.264303
	Upregulated

	165. 
	209201_x_at
	CXCR4
	0.647944
	Upregulated

	166. 
	209273_s_at
	ISCA1
	0.727707
	Upregulated

	167. 
	209301_at
	CA2
	0.854992
	Upregulated

	168. 
	209324_s_at
	RGS16
	0.513091
	Upregulated

	169. 
	209362_at
	LOC101928625
	0.556599
	Upregulated

	170. 
	209383_at
	DDIT3
	0.559422
	Upregulated

	171. 
	209431_s_at
	PATZ1
	0.534229
	Upregulated

	172. 
	209504_s_at
	PLEKHB1
	0.597695
	Upregulated

	173. 
	209569_x_at
	NSG1
	0.635579
	Upregulated

	174. 
	209606_at
	CYTIP
	0.599138
	Upregulated

	175. 
	209657_s_at
	HSF2
	0.579566
	Upregulated

	176. 
	209674_at
	CRY1
	0.574688
	Upregulated

	177. 
	209694_at
	PTS
	0.616885
	Upregulated

	178. 
	209750_at
	NR1D2
	0.846651
	Upregulated

	179. 
	209930_s_at
	NFE2
	0.75683
	Upregulated

	180. 
	209999_x_at
	SOCS1
	0.626007
	Upregulated

	181. 
	210054_at
	HAUS3
	0.54279
	Upregulated

	182. 
	210254_at
	MS4A3
	0.793242
	Upregulated

	183. 
	210715_s_at
	SPINT2
	0.523755
	Upregulated

	184. 
	211026_s_at
	MGLL
	0.546465
	Upregulated

	185. 
	211423_s_at
	SC5D
	0.889431
	Upregulated

	186. 
	211474_s_at
	SERPINB6
	0.802372
	Upregulated

	187. 
	211623_s_at
	FBL
	0.529772
	Upregulated

	188. 
	211734_s_at
	FCER1A
	1.687226
	Upregulated

	189. 
	211936_at
	HSPA5
	0.646573
	Upregulated

	190. 
	211937_at
	EIF4B
	0.536744
	Upregulated

	191. 
	212018_s_at
	RSL1D1
	0.596994
	Upregulated

	192. 
	212235_at
	PLXND1
	0.504887
	Upregulated

	193. 
	212239_at
	PIK3R1
	0.545751
	Upregulated

	194. 
	212242_at
	TUBA4A
	0.724959
	Upregulated

	195. 
	212430_at
	RBM38
	1.090303
	Upregulated

	196. 
	212447_at
	KBTBD2
	0.574603
	Upregulated

	197. 
	212497_at
	MAPK1IP1L
	0.608708
	Upregulated

	198. 
	212508_at
	MOAP1
	0.703443
	Upregulated

	199. 
	212509_s_at
	MXRA7
	0.649653
	Upregulated

	200. 
	212531_at
	LCN2
	0.640103
	Upregulated

	201. 
	212722_s_at
	JMJD6
	0.747564
	Upregulated

	202. 
	212739_s_at
	NME4
	0.855416
	Upregulated

	203. 
	212813_at
	JAM3
	0.522636
	Upregulated

	204. 
	212914_at
	CBX7
	0.562209
	Upregulated

	205. 
	212964_at
	HIC2
	0.542211
	Upregulated

	206. 
	213019_at
	RANBP6
	0.509041
	Upregulated

	207. 
	213138_at
	ARID5A
	0.679147
	Upregulated

	208. 
	213285_at
	TMEM30B
	0.524434
	Upregulated

	209. 
	213452_at
	ZNF184
	0.574516
	Upregulated

	210. 
	213549_at
	PDZD8
	0.553032
	Upregulated

	211. 
	213906_at
	MYBL1
	0.780256
	Upregulated

	212. 
	214146_s_at
	PPBP
	2.146165
	Upregulated

	213. 
	214470_at
	KLRB1
	0.525078
	Upregulated

	214. 
	214615_at
	P2RY10
	0.503362
	Upregulated

	215. 
	214714_at
	ZNF394
	0.688216
	Upregulated

	216. 
	215047_at
	TRIM58
	0.542261
	Upregulated

	217. 
	215071_s_at
	HIST1H2AC
	1.076912
	Upregulated

	218. 
	215111_s_at
	TSC22D1
	1.062807
	Upregulated

	219. 
	215440_s_at
	BEX4
	0.599499
	Upregulated

	220. 
	216236_s_at
	SLC2A14
	1.019474
	Upregulated

	221. 
	216380_x_at
	GS1-111G14.1
	0.536985
	Upregulated

	222. 
	216570_x_at
	RP4-595K12.1
	0.511882
	Upregulated

	223. 
	217168_s_at
	HERPUD1
	0.590395
	Upregulated

	224. 
	217722_s_at
	NGRN
	0.70864
	Upregulated

	225. 
	217783_s_at
	YPEL5
	0.819635
	Upregulated

	226. 
	217821_s_at
	WBP11
	0.544536
	Upregulated

	227. 
	217865_at
	RNF130
	0.713938
	Upregulated

	228. 
	217963_s_at
	NGFRAP1
	0.527988
	Upregulated

	229. 
	217969_at
	VPS51
	0.521015
	Upregulated

	230. 
	218010_x_at
	PPDPF
	0.503496
	Upregulated

	231. 
	218032_at
	SNN
	1.146707
	Upregulated

	232. 
	218084_x_at
	FXYD5
	0.746727
	Upregulated

	233. 
	218094_s_at
	DBNDD2
	0.508796
	Upregulated

	234. 
	218149_s_at
	ZNF395
	0.876289
	Upregulated

	235. 
	218187_s_at
	C8orf33
	0.609306
	Upregulated

	236. 
	218223_s_at
	PLEKHO1
	0.617378
	Upregulated

	237. 
	218273_s_at
	PDP1
	0.607081
	Upregulated

	238. 
	218309_at
	CAMK2N1
	0.559718
	Upregulated

	239. 
	218319_at
	PELI1
	0.770509
	Upregulated

	240. 
	218438_s_at
	MED28
	0.509675
	Upregulated

	241. 
	218486_at
	KLF11
	1.029917
	Upregulated

	242. 
	218495_at
	UXT
	0.524565
	Upregulated

	243. 
	218508_at
	DCP1A
	0.541758
	Upregulated

	244. 
	218611_at
	IER5
	0.733655
	Upregulated

	245. 
	218708_at
	NXT1
	0.520911
	Upregulated

	246. 
	218711_s_at
	SDPR
	1.240285
	Upregulated

	247. 
	218718_at
	PDGFC
	0.553433
	Upregulated

	248. 
	218723_s_at
	RGCC
	1.393701
	Upregulated

	249. 
	218738_s_at
	RNF138
	0.684566
	Upregulated

	250. 
	218793_s_at
	SCML1
	1.198704
	Upregulated

	251. 
	218929_at
	CDKN2AIP
	0.508575
	Upregulated

	252. 
	218935_at
	EHD3
	0.602138
	Upregulated

	253. 
	218936_s_at
	CCDC59
	0.55023
	Upregulated

	254. 
	219155_at
	PITPNC1
	0.612552
	Upregulated

	255. 
	219173_at
	MYO15B
	0.753321
	Upregulated

	256. 
	219228_at
	ZNF331
	1.989505
	Upregulated

	257. 
	219253_at
	TMEM185B
	0.604696
	Upregulated

	258. 
	219312_s_at
	ZBTB10
	0.865787
	Upregulated

	259. 
	219347_at
	NUDT15
	0.59055
	Upregulated

	260. 
	219359_at
	ATHL1
	0.60589
	Upregulated

	261. 
	219528_s_at
	BCL11B
	0.777593
	Upregulated

	262. 
	219566_at
	PLEKHF1
	0.636062
	Upregulated

	263. 
	219630_at
	PDZK1IP1
	0.596987
	Upregulated

	264. 
	219762_s_at
	RPL36
	0.530954
	Upregulated

	265. 
	219765_at
	ZNF329
	0.585477
	Upregulated

	266. 
	219798_s_at
	MEPCE
	0.539937
	Upregulated

	267. 
	219854_at
	ZNF14
	0.825066
	Upregulated

	268. 
	219889_at
	FRAT1
	0.714556
	Upregulated

	269. 
	219922_s_at
	LTBP3
	1.180334
	Upregulated

	270. 
	220048_at
	EDAR
	0.548166
	Upregulated

	271. 
	220086_at
	IKZF5
	0.745655
	Upregulated

	272. 
	220306_at
	FAM46C
	0.508925
	Upregulated

	273. 
	220330_s_at
	SAMSN1
	0.538919
	Upregulated

	274. 
	220370_s_at
	USP36
	0.685302
	Upregulated

	275. 
	220496_at
	CLEC1B
	0.734723
	Upregulated

	276. 
	221004_s_at
	ITM2C
	0.525687
	Upregulated

	277. 
	221123_x_at
	FBXO16
	0.630404
	Upregulated

	278. 
	221140_s_at
	GPR132
	0.54995
	Upregulated

	279. 
	221234_s_at
	BACH2
	0.623334
	Upregulated

	280. 
	221493_at
	TSPYL1
	0.570625
	Upregulated

	281. 
	221675_s_at
	CHPT1
	0.719081
	Upregulated

	282. 
	221704_s_at
	VPS37B
	0.777418
	Upregulated

	283. 
	221749_at
	YTHDF3
	0.653902
	Upregulated

	284. 
	221756_at
	PIK3IP1
	0.825984
	Upregulated

	285. 
	221763_at
	JMJD1C
	0.502334
	Upregulated

	286. 
	221766_s_at
	FAM46A
	0.681942
	Upregulated

	287. 
	221790_s_at
	LDLRAP1
	0.671967
	Upregulated

	288. 
	221821_s_at
	KANSL2
	0.635054
	Upregulated

	289. 
	221847_at
	LOC100129361
	0.599604
	Upregulated

	290. 
	222108_at
	AMIGO2
	0.517388
	Upregulated

	291. 
	222307_at
	PDCD4-AS1
	0.663006
	Upregulated

	292. 
	65588_at
	SNHG17
	0.535456
	Upregulated



Supplementary Table 2. List of downregulated genes in HIV. 

	Sl.no
	ID
	Gene Symbol
	logFC
	Significance

	1. 
	200039_s_at
	PSMB2
	-0.87636
	Downregulated

	2. 
	200660_at
	S100A11
	-0.60121
	Downregulated

	3. 
	200703_at
	DYNLL1
	-0.65029
	Downregulated

	4. 
	200782_at
	ANXA5
	-0.51589
	Downregulated

	5. 
	200783_s_at
	STMN1
	-0.72602
	Downregulated

	6. 
	200799_at
	HSPA1A
	-1.27901
	Downregulated

	7. 
	200854_at
	NCOR1
	-0.51549
	Downregulated

	8. 
	200887_s_at
	STAT1
	-0.83168
	Downregulated

	9. 
	200900_s_at
	M6PR
	-0.67255
	Downregulated

	10. 
	200961_at
	SEPHS2
	-0.53366
	Downregulated

	11. 
	200974_at
	ACTA2
	-0.5078
	Downregulated

	12. 
	201013_s_at
	PAICS
	-0.78748
	Downregulated

	13. 
	201098_at
	COPB2
	-0.83756
	Downregulated

	14. 
	201111_at
	CSE1L
	-0.55994
	Downregulated

	15. 
	201193_at
	IDH1
	-0.51189
	Downregulated

	16. 
	201202_at
	PCNA
	-0.82568
	Downregulated

	17. 
	201222_s_at
	RAD23B
	-0.6574
	Downregulated

	18. 
	201274_at
	PSMA5
	-0.75353
	Downregulated

	19. 
	201291_s_at
	TOP2A
	-1.5069
	Downregulated

	20. 
	201503_at
	G3BP1
	-0.70789
	Downregulated

	21. 
	201555_at
	MCM3
	-0.64048
	Downregulated

	22. 
	201589_at
	SMC1A
	-0.98357
	Downregulated

	23. 
	201619_at
	PRDX3
	-1.32597
	Downregulated

	24. 
	201649_at
	UBE2L6
	-0.67083
	Downregulated

	25. 
	201663_s_at
	SMC4
	-0.86762
	Downregulated

	26. 
	201695_s_at
	PNP
	-0.61312
	Downregulated

	27. 
	201755_at
	MCM5
	-0.70955
	Downregulated

	28. 
	201761_at
	MTHFD2
	-0.63455
	Downregulated

	29. 
	201762_s_at
	MIR7703
	-0.75216
	Downregulated

	30. 
	201763_s_at
	DAXX
	-0.50453
	Downregulated

	31. 
	201795_at
	LBR
	-0.64027
	Downregulated

	32. 
	201818_at
	LPCAT1
	-0.61329
	Downregulated

	33. 
	201831_s_at
	USO1
	-0.5653
	Downregulated

	34. 
	201889_at
	FAM3C
	-0.5487
	Downregulated

	35. 
	201890_at
	RRM2
	-2.35741
	Downregulated

	36. 
	201897_s_at
	CKS1B
	-0.61453
	Downregulated

	37. 
	201923_at
	PRDX4
	-0.74922
	Downregulated

	38. 
	201930_at
	MCM6
	-0.9978
	Downregulated

	39. 
	201964_at
	SETX
	-0.51581
	Downregulated

	40. 
	202086_at
	MX1
	-1.43427
	Downregulated

	41. 
	202107_s_at
	MCM2
	-0.90736
	Downregulated

	42. 
	202121_s_at
	CHMP2A
	-0.68451
	Downregulated

	43. 
	202138_x_at
	AIMP2
	-0.54466
	Downregulated

	44. 
	202145_at
	LY6E
	-0.63674
	Downregulated

	45. 
	202169_s_at
	AASDHPPT
	-0.79108
	Downregulated

	46. 
	202220_at
	KIAA0907
	-0.71407
	Downregulated

	47. 
	202241_at
	TRIB1
	-0.67332
	Downregulated

	48. 
	202269_x_at
	GBP1
	-1.69873
	Downregulated

	49. 
	202276_at
	SHFM1
	-0.58622
	Downregulated

	50. 
	202307_s_at
	TAP1
	-0.92214
	Downregulated

	51. 
	202309_at
	MTHFD1
	-0.70198
	Downregulated

	52. 
	202330_s_at
	UNG
	-0.64415
	Downregulated

	53. 
	202336_s_at
	PAM
	-0.54244
	Downregulated

	54. 
	202345_s_at
	FABP5
	-1.32413
	Downregulated

	55. 
	202395_at
	LOC101930324
	-0.58202
	Downregulated

	56. 
	202411_at
	IFI27
	-2.81728
	Downregulated

	57. 
	202412_s_at
	USP1
	-0.68147
	Downregulated

	58. 
	202430_s_at
	PLSCR1
	-1.38009
	Downregulated

	59. 
	202447_at
	DECR1
	-0.60112
	Downregulated

	60. 
	202451_at
	GTF2H1
	-1.10839
	Downregulated

	61. 
	202461_at
	EIF2B2
	-0.66496
	Downregulated

	62. 
	202478_at
	TRIB2
	-0.65715
	Downregulated

	63. 
	202503_s_at
	KIAA0101
	-2.26861
	Downregulated

	64. 
	202580_x_at
	FOXM1
	-0.56486
	Downregulated

	65. 
	202589_at
	TYMS
	-2.23415
	Downregulated

	66. 
	202651_at
	LPGAT1
	-0.51907
	Downregulated

	67. 
	202658_at
	PEX11B
	-0.65509
	Downregulated

	68. 
	202659_at
	PSMB10
	-0.57198
	Downregulated

	69. 
	202663_at
	WIPF1
	-0.53728
	Downregulated

	70. 
	202666_s_at
	ACTL6A
	-0.79473
	Downregulated

	71. 
	202687_s_at
	TNFSF10
	-1.36192
	Downregulated

	72. 
	202705_at
	CCNB2
	-1.08392
	Downregulated

	73. 
	202748_at
	GBP2
	-0.64279
	Downregulated

	74. 
	202786_at
	STK39
	-0.81644
	Downregulated

	75. 
	202794_at
	INPP1
	-0.50273
	Downregulated

	76. 
	202850_at
	ABCD3
	-0.63645
	Downregulated

	77. 
	202868_s_at
	POP4
	-0.51866
	Downregulated

	78. 
	202869_at
	OAS1
	-1.56558
	Downregulated

	79. 
	202870_s_at
	CDC20
	-1.11016
	Downregulated

	80. 
	202892_at
	CDC23
	-0.57363
	Downregulated

	81. 
	202901_x_at
	CTSS
	-0.5898
	Downregulated

	82. 
	202930_s_at
	SUCLA2
	-0.93589
	Downregulated

	83. 
	202939_at
	ZMPSTE24
	-0.53718
	Downregulated

	84. 
	202950_at
	CRYZ
	-0.61706
	Downregulated

	85. 
	202954_at
	UBE2C
	-0.70394
	Downregulated

	86. 
	203007_x_at
	LYPLA1
	-0.58807
	Downregulated

	87. 
	203008_x_at
	TXNDC9
	-0.76732
	Downregulated

	88. 
	203138_at
	HAT1
	-0.64565
	Downregulated

	89. 
	203153_at
	IFIT1
	-1.14713
	Downregulated

	90. 
	203209_at
	RFC5
	-0.5457
	Downregulated

	91. 
	203213_at
	CDK1
	-0.79808
	Downregulated

	92. 
	203236_s_at
	LGALS9
	-1.00443
	Downregulated

	93. 
	203276_at
	LMNB1
	-1.33439
	Downregulated

	94. 
	203344_s_at
	RBBP8
	-1.08804
	Downregulated

	95. 
	203358_s_at
	EZH2
	-1.33044
	Downregulated

	96. 
	203359_s_at
	GJA9-MYCBP
	-0.73424
	Downregulated

	97. 
	203360_s_at
	GJA9
	-0.59734
	Downregulated

	98. 
	203362_s_at
	MAD2L1
	-0.83111
	Downregulated

	99. 
	203371_s_at
	NDUFB3
	-0.58911
	Downregulated

	100. 
	203396_at
	PSMA4
	-0.99029
	Downregulated

	101. 
	203405_at
	PSMG1
	-0.56768
	Downregulated

	102. 
	203418_at
	CCNA2
	-1.08727
	Downregulated

	103. 
	203460_s_at
	PSEN1
	-0.62535
	Downregulated

	104. 
	203518_at
	LYST
	-0.86661
	Downregulated

	105. 
	203554_x_at
	PTTG1
	-1.07566
	Downregulated

	106. 
	203560_at
	GGH
	-0.59118
	Downregulated

	107. 
	203605_at
	SRP54
	-0.90781
	Downregulated

	108. 
	203658_at
	SLC25A20
	-0.73541
	Downregulated

	109. 
	203732_at
	TRIP4
	-0.53685
	Downregulated

	110. 
	203738_at
	C5orf22
	-0.56467
	Downregulated

	111. 
	203743_s_at
	TDG
	-0.53565
	Downregulated

	112. 
	203755_at
	BUB1B
	-0.58017
	Downregulated

	113. 
	203764_at
	DLGAP5
	-1.36298
	Downregulated

	114. 
	203800_s_at
	MRPS14
	-0.71466
	Downregulated

	115. 
	203836_s_at
	MAP3K5
	-0.59766
	Downregulated

	116. 
	203856_at
	VRK1
	-0.50382
	Downregulated

	117. 
	203960_s_at
	HSPB11
	-0.74594
	Downregulated

	118. 
	203964_at
	NMI
	-0.75366
	Downregulated

	119. 
	204023_at
	RFC4
	-0.76008
	Downregulated

	120. 
	204026_s_at
	ZWINT
	-1.5979
	Downregulated

	121. 
	204125_at
	NDUFAF1
	-0.82155
	Downregulated

	122. 
	204127_at
	RFC3
	-0.65537
	Downregulated

	123. 
	204146_at
	RAD51AP1
	-0.63035
	Downregulated

	124. 
	204159_at
	CDKN2C
	-0.53607
	Downregulated

	125. 
	204162_at
	NDC80
	-0.92644
	Downregulated

	126. 
	204170_s_at
	CKS2
	-0.88635
	Downregulated

	127. 
	204172_at
	CPOX
	-0.78472
	Downregulated

	128. 
	204173_at
	MYL6B
	-0.98092
	Downregulated

	129. 
	204224_s_at
	GCH1
	-0.60989
	Downregulated

	130. 
	204240_s_at
	SMC2
	-1.18895
	Downregulated

	131. 
	204279_at
	PSMB9
	-0.71706
	Downregulated

	132. 
	204409_s_at
	EIF1AY
	-0.51668
	Downregulated

	133. 
	204415_at
	IFI6
	-1.18806
	Downregulated

	134. 
	204439_at
	IFI44L
	-2.99422
	Downregulated

	135. 
	204444_at
	KIF11
	-1.37536
	Downregulated

	136. 
	204510_at
	CDC7
	-0.80992
	Downregulated

	137. 
	204613_at
	PLCG2
	-0.56649
	Downregulated

	138. 
	204638_at
	ACP5
	-0.65889
	Downregulated

	139. 
	204639_at
	ADA
	-0.69787
	Downregulated

	140. 
	204641_at
	NEK2
	-0.72799
	Downregulated

	141. 
	204747_at
	IFIT3
	-0.73612
	Downregulated

	142. 
	204766_s_at
	NUDT1
	-0.55161
	Downregulated

	143. 
	204767_s_at
	FEN1
	-0.6327
	Downregulated

	144. 
	204769_s_at
	TAP2
	-0.85951
	Downregulated

	145. 
	204780_s_at
	FAS
	-0.74374
	Downregulated

	146. 
	204822_at
	TTK
	-0.55394
	Downregulated

	147. 
	204825_at
	MELK
	-1.10491
	Downregulated

	148. 
	204962_s_at
	CENPA
	-0.51338
	Downregulated

	149. 
	204972_at
	OAS2
	-1.25477
	Downregulated

	150. 
	204994_at
	MX2
	-0.59199
	Downregulated

	151. 
	205077_s_at
	PIGF
	-0.61279
	Downregulated

	152. 
	205091_x_at
	RECQL
	-0.73421
	Downregulated

	153. 
	205267_at
	LOC101928620
	-1.10734
	Downregulated

	154. 
	205345_at
	BARD1
	-0.53102
	Downregulated

	155. 
	205393_s_at
	CHEK1
	-0.5212
	Downregulated

	156. 
	205395_s_at
	MRE11A
	-0.53248
	Downregulated

	157. 
	205412_at
	ACAT1
	-0.5473
	Downregulated

	158. 
	205483_s_at
	ISG15
	-1.46131
	Downregulated

	159. 
	205569_at
	LAMP3
	-1.14751
	Downregulated

	160. 
	205633_s_at
	ALAS1
	-0.62836
	Downregulated

	161. 
	205660_at
	OASL
	-0.77379
	Downregulated

	162. 
	205692_s_at
	CD38
	-1.18926
	Downregulated

	163. 
	205898_at
	CX3CR1
	-1.51481
	Downregulated

	164. 
	205909_at
	POLE2
	-0.52868
	Downregulated

	165. 
	205930_at
	GTF2E1
	-0.77567
	Downregulated

	166. 
	205965_at
	BATF
	-0.58683
	Downregulated

	167. 
	206011_at
	CASP1
	-0.58985
	Downregulated

	168. 
	206082_at
	HCP5
	-0.60686
	Downregulated

	169. 
	206102_at
	GINS1
	-0.65222
	Downregulated

	170. 
	206133_at
	XAF1
	-1.26603
	Downregulated

	171. 
	206205_at
	MPHOSPH9
	-0.61321
	Downregulated

	172. 
	206247_at
	MICB
	-0.81454
	Downregulated

	173. 
	206332_s_at
	IFI16
	-0.9177
	Downregulated

	174. 
	206486_at
	LAG3
	-0.88244
	Downregulated

	175. 
	206513_at
	AIM2
	-0.99222
	Downregulated

	176. 
	206632_s_at
	APOBEC3B
	-0.52334
	Downregulated

	177. 
	206991_s_at
	CCR5
	-1.43439
	Downregulated

	178. 
	207165_at
	HMMR
	-0.88123
	Downregulated

	179. 
	207181_s_at
	CASP7
	-0.89421
	Downregulated

	180. 
	207651_at
	GPR171
	-1.27225
	Downregulated

	181. 
	207777_s_at
	LOC101928789
	-0.73341
	Downregulated

	182. 
	208002_s_at
	ACOT7
	-0.68867
	Downregulated

	183. 
	208087_s_at
	ZBP1
	-0.50202
	Downregulated

	184. 
	208103_s_at
	ANP32E
	-0.62796
	Downregulated

	185. 
	208374_s_at
	CAPZA1
	-0.68769
	Downregulated

	186. 
	208436_s_at
	IRF7
	-0.76203
	Downregulated

	187. 
	208524_at
	GPR15
	-0.50541
	Downregulated

	188. 
	208647_at
	FDFT1
	-0.53515
	Downregulated

	189. 
	208680_at
	PRDX1
	-0.59081
	Downregulated

	190. 
	208795_s_at
	MCM7
	-0.62164
	Downregulated

	191. 
	208808_s_at
	HMGB2
	-0.6681
	Downregulated

	192. 
	208898_at
	ATP6V1D
	-0.8805
	Downregulated

	193. 
	208907_s_at
	MRPS18B
	-0.55741
	Downregulated

	194. 
	208925_at
	CLDND1
	-1.29259
	Downregulated

	195. 
	209040_s_at
	PSMB8
	-0.62054
	Downregulated

	196. 
	209138_x_at
	IGLC1
	-1.21014
	Downregulated

	197. 
	209175_at
	SEC23IP
	-0.71656
	Downregulated

	198. 
	209206_at
	LOC102724364
	-0.59221
	Downregulated

	199. 
	209374_s_at
	IGHM
	-0.69236
	Downregulated

	200. 
	209408_at
	KIF2C
	-0.58128
	Downregulated

	201. 
	209417_s_at
	IFI35
	-1.00544
	Downregulated

	202. 
	209433_s_at
	PPAT
	-0.52948
	Downregulated

	203. 
	209464_at
	AURKB
	-0.58637
	Downregulated

	204. 
	209507_at
	RPA3
	-0.58598
	Downregulated

	205. 
	209514_s_at
	RAB27A
	-0.76388
	Downregulated

	206. 
	209523_at
	TAF2
	-0.50496
	Downregulated

	207. 
	209572_s_at
	EED
	-0.58898
	Downregulated

	208. 
	209575_at
	IL10RB
	-0.64501
	Downregulated

	209. 
	209610_s_at
	SLC1A4
	-0.56135
	Downregulated

	210. 
	209642_at
	BUB1
	-0.62482
	Downregulated

	211. 
	209662_at
	CETN3
	-0.76922
	Downregulated

	212. 
	209714_s_at
	CDKN3
	-1.12927
	Downregulated

	213. 
	209780_at
	PHTF2
	-0.53691
	Downregulated

	214. 
	210052_s_at
	TPX2
	-0.90699
	Downregulated

	215. 
	210116_at
	SH2D1A
	-0.79917
	Downregulated

	216. 
	210317_s_at
	YWHAE
	-0.6992
	Downregulated

	217. 
	210354_at
	IFNG
	-1.00709
	Downregulated

	218. 
	211430_s_at
	IGHG1
	-1.88966
	Downregulated

	219. 
	211637_x_at
	IGH
	-0.60572
	Downregulated

	220. 
	211645_x_at
	IGKV1-17
	-0.66224
	Downregulated

	221. 
	212009_s_at
	STIP1
	-0.5503
	Downregulated

	222. 
	212020_s_at
	MKI67
	-0.766
	Downregulated

	223. 
	212048_s_at
	YARS
	-0.65091
	Downregulated

	224. 
	212141_at
	MCM4
	-0.72077
	Downregulated

	225. 
	212215_at
	PREPL
	-0.51754
	Downregulated

	226. 
	212306_at
	CLASP2
	-0.51664
	Downregulated

	227. 
	212592_at
	IGJ
	-1.1496
	Downregulated

	228. 
	212859_x_at
	MT1E
	-0.609
	Downregulated

	229. 
	212919_at
	DCP2
	-0.67896
	Downregulated

	230. 
	212943_at
	C2CD5
	-0.55682
	Downregulated

	231. 
	213007_at
	FANCI
	-0.91169
	Downregulated

	232. 
	213060_s_at
	CHI3L2
	-0.97462
	Downregulated

	233. 
	213261_at
	TRANK1
	-0.67996
	Downregulated

	234. 
	213357_at
	GTF2H5
	-0.54799
	Downregulated

	235. 
	213387_at
	ATAD2B
	-0.56838
	Downregulated

	236. 
	213485_s_at
	ABCC10
	-0.56827
	Downregulated

	237. 
	213599_at
	OIP5
	-0.54039
	Downregulated

	238. 
	213629_x_at
	MT1F
	-0.55606
	Downregulated

	239. 
	213698_at
	ZMYM6
	-0.51439
	Downregulated

	240. 
	213797_at
	RSAD2
	-1.34331
	Downregulated

	241. 
	214463_x_at
	HIST1H4J
	-0.55409
	Downregulated

	242. 
	214657_s_at
	MIR612
	-0.52157
	Downregulated

	243. 
	214710_s_at
	CCNB1
	-1.00702
	Downregulated

	244. 
	215121_x_at
	CYAT1
	-1.14175
	Downregulated

	245. 
	215379_x_at
	IGLV1-44
	-0.93512
	Downregulated

	246. 
	217394_at
	TCR-alpha
	-0.9488
	Downregulated

	247. 
	217727_x_at
	VPS35
	-0.52281
	Downregulated

	248. 
	217752_s_at
	CNDP2
	-0.52242
	Downregulated

	249. 
	217755_at
	HN1
	-0.77148
	Downregulated

	250. 
	217772_s_at
	MTCH2
	-0.63058
	Downregulated

	251. 
	217814_at
	CCDC47
	-0.92516
	Downregulated

	252. 
	217933_s_at
	LAP3
	-0.77603
	Downregulated

	253. 
	217995_at
	SQRDL
	-0.50942
	Downregulated

	254. 
	218026_at
	COA3
	-0.71703
	Downregulated

	255. 
	218027_at
	MRPL15
	-0.83851
	Downregulated

	256. 
	218039_at
	NUSAP1
	-2.03543
	Downregulated

	257. 
	218049_s_at
	MRPL13
	-0.84322
	Downregulated

	258. 
	218069_at
	DCTPP1
	-0.58271
	Downregulated

	259. 
	218085_at
	CHMP5
	-0.93329
	Downregulated

	260. 
	218090_s_at
	WDR11
	-0.70848
	Downregulated

	261. 
	218095_s_at
	TMEM165
	-0.64342
	Downregulated

	262. 
	218115_at
	ASF1B
	-0.64913
	Downregulated

	263. 
	218130_at
	C17orf62
	-0.56975
	Downregulated

	264. 
	218135_at
	ERGIC2
	-0.68973
	Downregulated

	265. 
	218195_at
	C6orf211
	-1.34949
	Downregulated

	266. 
	218242_s_at
	SUV420H1
	-0.60888
	Downregulated

	267. 
	218254_s_at
	SAR1B
	-0.81992
	Downregulated

	268. 
	218288_s_at
	CCDC90B
	-0.52565
	Downregulated

	269. 
	218313_s_at
	GALNT7
	-0.7134
	Downregulated

	270. 
	218349_s_at
	ZWILCH
	-0.78431
	Downregulated

	271. 
	218350_s_at
	GMNN
	-1.0075
	Downregulated

	272. 
	218355_at
	KIF4A
	-0.55644
	Downregulated

	273. 
	218370_s_at
	S100PBP
	-0.65583
	Downregulated

	274. 
	218397_at
	FANCL
	-0.56639
	Downregulated

	275. 
	218400_at
	OAS3
	-0.67268
	Downregulated

	276. 
	218465_at
	TMEM33
	-0.70752
	Downregulated

	277. 
	218519_at
	SLC35A5
	-0.62164
	Downregulated

	278. 
	218520_at
	TBK1
	-0.61654
	Downregulated

	279. 
	218527_at
	APTX
	-0.51031
	Downregulated

	280. 
	218542_at
	CEP55
	-1.29593
	Downregulated

	281. 
	218543_s_at
	PARP12
	-0.52621
	Downregulated

	282. 
	218549_s_at
	RMDN1
	-0.67069
	Downregulated

	283. 
	218568_at
	AGK
	-0.7856
	Downregulated

	284. 
	218585_s_at
	DTL
	-1.5123
	Downregulated

	285. 
	218597_s_at
	CISD1
	-1.043
	Downregulated

	286. 
	218622_at
	NUP37
	-0.8912
	Downregulated

	287. 
	218628_at
	CCDC53
	-0.58311
	Downregulated

	288. 
	218643_s_at
	CRIPT
	-0.5141
	Downregulated

	289. 
	218662_s_at
	NCAPG
	-0.71788
	Downregulated

	290. 
	218699_at
	RAB29
	-0.52427
	Downregulated

	291. 
	218729_at
	LXN
	-0.71307
	Downregulated

	292. 
	218741_at
	CENPM
	-0.77431
	Downregulated

	293. 
	218757_s_at
	UPF3B
	-0.53081
	Downregulated

	294. 
	218774_at
	DCPS
	-0.50488
	Downregulated

	295. 
	218782_s_at
	ATAD2
	-0.57726
	Downregulated

	296. 
	218809_at
	PANK2
	-0.50606
	Downregulated

	297. 
	218875_s_at
	FBXO5
	-0.77461
	Downregulated

	298. 
	218883_s_at
	CENPU
	-1.06852
	Downregulated

	299. 
	218889_at
	NOC3L
	-0.68658
	Downregulated

	300. 
	218890_x_at
	MRPL35
	-0.5459
	Downregulated

	301. 
	218943_s_at
	DDX58
	-0.7998
	Downregulated

	302. 
	218967_s_at
	PTER
	-0.83445
	Downregulated

	303. 
	218979_at
	RMI1
	-0.62041
	Downregulated

	304. 
	218986_s_at
	DDX60
	-1.16284
	Downregulated

	305. 
	219002_at
	FASTKD1
	-0.55525
	Downregulated

	306. 
	219007_at
	NUP43
	-0.81893
	Downregulated

	307. 
	219008_at
	C2orf43
	-0.58158
	Downregulated

	308. 
	219017_at
	ETNK1
	-1.03836
	Downregulated

	309. 
	219035_s_at
	RNF34
	-0.56395
	Downregulated

	310. 
	219148_at
	PBK
	-0.59391
	Downregulated

	311. 
	219211_at
	USP18
	-1.34079
	Downregulated

	312. 
	219243_at
	GIMAP4
	-1.3547
	Downregulated

	313. 
	219283_at
	C1GALT1C1
	-0.54728
	Downregulated

	314. 
	219288_at
	C3orf14
	-1.15569
	Downregulated

	315. 
	219306_at
	KIF15
	-0.7415
	Downregulated

	316. 
	219352_at
	HERC6
	-1.02994
	Downregulated

	317. 
	219493_at
	SHCBP1
	-0.6693
	Downregulated

	318. 
	219547_at
	COX15
	-0.5828
	Downregulated

	319. 
	219588_s_at
	NCAPG2
	-1.10533
	Downregulated

	320. 
	219684_at
	RTP4
	-0.82057
	Downregulated

	321. 
	219691_at
	SAMD9
	-0.67782
	Downregulated

	322. 
	219777_at
	GIMAP6
	-0.86003
	Downregulated

	323. 
	219787_s_at
	ECT2
	-0.63457
	Downregulated

	324. 
	219806_s_at
	SMCO4
	-0.73249
	Downregulated

	325. 
	219812_at
	PVRIG
	-0.5178
	Downregulated

	326. 
	219819_s_at
	MRPS28
	-0.57112
	Downregulated

	327. 
	219863_at
	HERC5
	-0.93589
	Downregulated

	328. 
	219913_s_at
	CRNKL1
	-0.54159
	Downregulated

	329. 
	219918_s_at
	ASPM
	-0.87813
	Downregulated

	330. 
	219979_s_at
	C11orf73
	-0.51279
	Downregulated

	331. 
	219994_at
	APBB1IP
	-0.50654
	Downregulated

	332. 
	220085_at
	HELLS
	-0.52956
	Downregulated

	333. 
	220169_at
	TMEM156
	-0.60195
	Downregulated

	334. 
	220235_s_at
	LRIF1
	-0.65884
	Downregulated

	335. 
	220485_s_at
	SIRPG
	-0.57646
	Downregulated

	336. 
	220495_s_at
	TXNDC15
	-0.50321
	Downregulated

	337. 
	220615_s_at
	FAR2
	-0.51211
	Downregulated

	338. 
	220651_s_at
	MCM10
	-0.66165
	Downregulated

	339. 
	220933_s_at
	ZCCHC6
	-0.52047
	Downregulated

	340. 
	220992_s_at
	TRMT1L
	-0.5012
	Downregulated

	341. 
	221059_s_at
	COTL1
	-0.56765
	Downregulated

	342. 
	221081_s_at
	DENND2D
	-0.83508
	Downregulated

	343. 
	221092_at
	IKZF3
	-0.66268
	Downregulated

	344. 
	221521_s_at
	GINS2
	-0.97313
	Downregulated

	345. 
	221613_s_at
	ZFAND6
	-0.649
	Downregulated

	346. 
	221622_s_at
	TMEM126B
	-0.52127
	Downregulated

	347. 
	221637_s_at
	C11orf48
	-0.60452
	Downregulated

	348. 
	221652_s_at
	ASUN
	-0.60871
	Downregulated

	349. 
	221666_s_at
	PYCARD
	-0.68404
	Downregulated

	350. 
	222077_s_at
	RACGAP1
	-1.16406
	Downregulated



Supplementary Table 3. List of  upregulated genes in Monkeypox.

	Sl.no
	ID
	Gene Symbol
	logFC
	Significance

	1. 
	18
	EHMT2
	0.788343
	Upregulated

	2. 
	114
	BRD3
	8.337688
	Upregulated

	3. 
	295
	MKL1
	4.062135
	Upregulated

	4. 
	367
	GPX8
	13.04898
	Upregulated

	5. 
	411
	ACOX3
	0.987584
	Upregulated

	6. 
	496
	FAM110B
	0.71944
	Upregulated

	7. 
	708
	GEMIN5
	4.07052
	Upregulated

	8. 
	810
	IFIT2
	8.427194
	Upregulated

	9. 
	993
	ABCB7
	2.235875
	Upregulated

	10. 
	1067
	PTPLAD1
	0.507387
	Upregulated

	11. 
	1091
	GLCCI1
	11.57507
	Upregulated

	12. 
	1128
	QDPR
	4.534966
	Upregulated

	13. 
	1140
	ARV1
	0.640759
	Upregulated

	14. 
	1162
	ARL6IP1
	46.75582
	Upregulated

	15. 
	1210
	C9orf109
	0.524918
	Upregulated

	16. 
	1403
	TPM3
	11.11516
	Upregulated

	17. 
	1453
	ATP6V1F
	26.74044
	Upregulated

	18. 
	1468
	hCG_1988300
	126.2173
	Upregulated

	19. 
	1561
	ZFAT
	2.905343
	Upregulated

	20. 
	1586
	IGFBP3
	4.106991
	Upregulated

	21. 
	1792
	LRRC47
	1.624106
	Upregulated

	22. 
	1822
	ALKBH5
	5.228939
	Upregulated

	23. 
	1959
	LIMA1
	7.167091
	Upregulated

	24. 
	2171
	C1orf135
	1.759565
	Upregulated

	25. 
	2400
	TATDN2
	3.831602
	Upregulated

	26. 
	2404
	POP1
	0.601574
	Upregulated

	27. 
	2424
	MEIS1
	4.360146
	Upregulated

	28. 
	2482
	PTEN
	1.684322
	Upregulated

	29. 
	2491
	GPN1
	17.79146
	Upregulated

	30. 
	2670
	C15orf29
	3.03366
	Upregulated

	31. 
	2700
	NCOA4
	3.356555
	Upregulated

	32. 
	2704
	PLK1
	159.0261
	Upregulated

	33. 
	2722
	CDK5RAP2
	8.433342
	Upregulated

	34. 
	2784
	TOMM40
	1.114665
	Upregulated

	35. 
	3197
	ALDH3B1
	2.63839
	Upregulated

	36. 
	3319
	SMARCC2
	14.43537
	Upregulated

	37. 
	3329
	DNAJB2
	13.77693
	Upregulated

	38. 
	3379
	CCT5
	0.635939
	Upregulated

	39. 
	3397
	SOX12
	1.095391
	Upregulated

	40. 
	3441
	BFAR
	1.212724
	Upregulated

	41. 
	3513
	WIPI2
	71.57426
	Upregulated

	42. 
	3526
	GUSB
	5.458989
	Upregulated

	43. 
	3807
	PPAPDC1A
	0.611807
	Upregulated

	44. 
	4098
	LOC552889
	2.146718
	Upregulated

	45. 
	4225
	LOC647954
	25.22016
	Upregulated

	46. 
	4404
	RNF114
	3.435135
	Upregulated

	47. 
	4424
	ACIN1
	1.327654
	Upregulated

	48. 
	4476
	MRPL34
	13.96792
	Upregulated

	49. 
	4575
	CTPS
	8.804961
	Upregulated

	50. 
	4618
	KIAA2013
	3.412051
	Upregulated

	51. 
	4707
	NR0B1
	4.817942
	Upregulated

	52. 
	4741
	LARP1
	1.98258
	Upregulated

	53. 
	4839
	ANAPC7
	1.325873
	Upregulated

	54. 
	4995
	KRT13
	0.519142
	Upregulated

	55. 
	5075
	ID2
	5.793064
	Upregulated

	56. 
	5082
	TRIP13
	1.890189
	Upregulated

	57. 
	5164
	RNF141
	1.831853
	Upregulated

	58. 
	5207
	HOXA7
	3.311934
	Upregulated

	59. 
	5277
	KIAA0859
	1.864978
	Upregulated

	60. 
	5285
	C7orf50
	3.308215
	Upregulated

	61. 
	5314
	PDK2
	0.972573
	Upregulated

	62. 
	5335
	DNAJC8
	35.3857
	Upregulated

	63. 
	5470
	PDXK
	0.930469
	Upregulated

	64. 
	5543
	LYPD1
	1.109769
	Upregulated

	65. 
	5590
	RNF5
	5.203615
	Upregulated

	66. 
	5593
	TUFT1
	20.54202
	Upregulated

	67. 
	5616
	USP14
	0.99354
	Upregulated

	68. 
	5895
	PCBP1
	8.335256
	Upregulated

	69. 
	6034
	LASP1
	16.27061
	Upregulated

	70. 
	6326
	BRCC3
	2.165792
	Upregulated

	71. 
	6336
	NKAP
	2.367758
	Upregulated

	72. 
	6377
	IL13RA1
	9.821713
	Upregulated

	73. 
	6526
	C15orf42
	1.483586
	Upregulated

	74. 
	6760
	CABC1
	3.507747
	Upregulated

	75. 
	7181
	FASTK
	29.74635
	Upregulated

	76. 
	7238
	SAMD1
	3.229981
	Upregulated

	77. 
	7341
	KIAA1618
	4.247482
	Upregulated

	78. 
	7424
	MRFAP1L1
	3.565226
	Upregulated

	79. 
	7443
	FAM35A
	1.987596
	Upregulated

	80. 
	7548
	C6orf48
	46.4682
	Upregulated

	81. 
	7642
	ETS2
	48.73004
	Upregulated

	82. 
	7674
	C6orf64
	0.672373
	Upregulated

	83. 
	7785
	WNT5A
	11.97583
	Upregulated

	84. 
	7787
	CAMKK1
	5.675648
	Upregulated

	85. 
	8080
	SENP5
	1.431419
	Upregulated

	86. 
	8116
	PEX14
	20.4751
	Upregulated

	87. 
	8209
	SH3GLB2
	1.680063
	Upregulated

	88. 
	8292
	MXD4
	6.798729
	Upregulated

	89. 
	8396
	MFAP2
	3.175978
	Upregulated

	90. 
	8402
	WDR68
	5.853608
	Upregulated

	91. 
	8445
	SNTB2
	4.011085
	Upregulated

	92. 
	8613
	DOLPP1
	5.703636
	Upregulated

	93. 
	8710
	TPX2
	26.02678
	Upregulated

	94. 
	8802
	ASB8
	0.792715
	Upregulated

	95. 
	8855
	WDR82
	4.110605
	Upregulated

	96. 
	8877
	PBX1
	11.34635
	Upregulated

	97. 
	8908
	HSPB1
	131.3225
	Upregulated

	98. 
	9017
	INPP5A
	2.91179
	Upregulated

	99. 
	9029
	CTDSP2
	28.82987
	Upregulated

	100. 
	9205
	TBC1D19
	0.544226
	Upregulated

	101. 
	9236
	NEK9
	3.10005
	Upregulated

	102. 
	9250
	MTHFSD
	1.181138
	Upregulated

	103. 
	9307
	PPP1R8
	15.51568
	Upregulated

	104. 
	9529
	PRPF3
	2.4408
	Upregulated

	105. 
	9539
	LIMK2
	8.659235
	Upregulated

	106. 
	9597
	C16orf75
	3.973046
	Upregulated

	107. 
	9720
	OFD1
	0.805136
	Upregulated

	108. 
	9725
	MLLT3
	1.698007
	Upregulated

	109. 
	10027
	BTBD9
	1.087758
	Upregulated

	110. 
	10466
	CWF19L2
	0.959293
	Upregulated

	111. 
	10532
	C10orf114
	3.024639
	Upregulated

	112. 
	10558
	WIPF1
	0.696892
	Upregulated

	113. 
	10867
	HEXIM2
	10.85734
	Upregulated

	114. 
	11192
	FAM46B
	1.071571
	Upregulated

	115. 
	11337
	TK1
	196.9593
	Upregulated

	116. 
	11462
	DCTN4
	5.042583
	Upregulated

	117. 
	11559
	KHSRP
	48.01781
	Upregulated

	118. 
	11644
	MED20
	3.161038
	Upregulated

	119. 
	11807
	GOSR1
	1.849292
	Upregulated

	120. 
	11985
	TEX2
	1.747005
	Upregulated

	121. 
	12111
	CD3EAP
	2.134389
	Upregulated

	122. 
	12427
	TSKU
	11.28623
	Upregulated

	123. 
	12488
	NDUFA7
	19.03619
	Upregulated

	124. 
	12695
	C20orf72
	0.99827
	Upregulated

	125. 
	12717
	TTC23
	0.699095
	Upregulated

	126. 
	12730
	RAC2
	0.582664
	Upregulated

	127. 
	12914
	LOC100128056
	1.034278
	Upregulated

	128. 
	13264
	NIP30
	4.826042
	Upregulated

	129. 
	13537
	PAX6
	0.727476
	Upregulated

	130. 
	13550
	RANBP3
	12.02144
	Upregulated

	131. 
	13555
	VAV3
	12.63304
	Upregulated

	132. 
	13569
	HNRNPUL1
	11.12185
	Upregulated

	133. 
	13677
	TMEM143
	2.18287
	Upregulated

	134. 
	13699
	GLRX5
	22.28171
	Upregulated

	135. 
	13948
	ZBTB9
	0.613192
	Upregulated

	136. 
	13952
	C2orf64
	1.145534
	Upregulated

	137. 
	14020
	UBXN8
	5.21937
	Upregulated

	138. 
	14212
	C2orf43
	1.060469
	Upregulated

	139. 
	14307
	ARMCX5
	1.774555
	Upregulated

	140. 
	14450
	ORC5L
	0.543098
	Upregulated

	141. 
	14453
	TNS3
	2.115165
	Upregulated

	142. 
	14506
	STAG2
	2.602769
	Upregulated

	143. 
	14612
	C14orf94
	0.734013
	Upregulated

	144. 
	14615
	PARP2
	6.797516
	Upregulated

	145. 
	14839
	PLEKHA7
	0.881965
	Upregulated

	146. 
	14867
	COX15
	0.745944
	Upregulated

	147. 
	14877
	UNC5D
	0.720574
	Upregulated

	148. 
	14960
	OXSM
	1.712596
	Upregulated

	149. 
	15004
	THRA
	14.04248
	Upregulated

	150. 
	15216
	ZFYVE1
	0.622749
	Upregulated

	151. 
	15241
	SMARCC1
	2.386944
	Upregulated

	152. 
	15309
	TMEM209
	7.942156
	Upregulated

	153. 
	15468
	PRR16
	1.220858
	Upregulated

	154. 
	15642
	RAB30
	0.866264
	Upregulated

	155. 
	15671
	LMO4
	9.644131
	Upregulated

	156. 
	15783
	DET1
	4.547138
	Upregulated

	157. 
	15791
	ERCC6
	1.310894
	Upregulated

	158. 
	16069
	NDST1
	1.794225
	Upregulated

	159. 
	16109
	FAM136A
	10.01553
	Upregulated

	160. 
	16115
	NGFRAP1
	129.4398
	Upregulated

	161. 
	16190
	SLC29A1
	6.391341
	Upregulated

	162. 
	16289
	ANKRD17
	7.862258
	Upregulated

	163. 
	16413
	NUP133
	5.350801
	Upregulated

	164. 
	16712
	MC1R
	0.558749
	Upregulated

	165. 
	16730
	AR
	4.152806
	Upregulated

	166. 
	16763
	C9orf78
	10.3726
	Upregulated

	167. 
	16801
	TNFAIP1
	5.116081
	Upregulated

	168. 
	16895
	LOC116236
	0.868032
	Upregulated

	169. 
	16997
	HSP90AB3P
	9.192783
	Upregulated

	170. 
	17016
	PIP4K2A
	0.528052
	Upregulated

	171. 
	17106
	CIC
	3.739651
	Upregulated

	172. 
	17175
	AFG3L2
	4.003107
	Upregulated

	173. 
	17302
	IFI44L
	1.747596
	Upregulated

	174. 
	17343
	ELL3
	0.693456
	Upregulated

	175. 
	17351
	TBCE
	2.64472
	Upregulated

	176. 
	17383
	ZSWIM5
	0.69943
	Upregulated

	177. 
	17470
	MNT
	7.010425
	Upregulated

	178. 
	17578
	SSBP2
	1.321013
	Upregulated

	179. 
	17804
	DAG1
	7.30294
	Upregulated

	180. 
	17924
	LOC644656
	1.607999
	Upregulated

	181. 
	18000
	TNRC6C
	1.156995
	Upregulated

	182. 
	18181
	ALS2CR4
	3.476193
	Upregulated

	183. 
	18197
	SLC38A7
	1.194325
	Upregulated

	184. 
	18267
	NCRNA00153
	1.992286
	Upregulated

	185. 
	18552
	RRAGA
	51.33795
	Upregulated

	186. 
	18715
	RAD51AP1
	2.223974
	Upregulated

	187. 
	18779
	GSTA4
	0.575688
	Upregulated

	188. 
	18781
	ASNSD1
	7.749121
	Upregulated

	189. 
	18789
	CHN1
	1.69021
	Upregulated

	190. 
	18870
	CSTF1
	4.859275
	Upregulated

	191. 
	19062
	LOC100133781
	17.29149
	Upregulated

	192. 
	19099
	SLC26A2
	0.5195
	Upregulated

	193. 
	19217
	PRKCB
	2.087465
	Upregulated

	194. 
	19409
	CPA4
	0.638102
	Upregulated

	195. 
	19471
	ZNF322A
	2.878956
	Upregulated

	196. 
	19509
	ARHGAP17
	7.705268
	Upregulated

	197. 
	19581
	ENPP1
	0.727751
	Upregulated

	198. 
	19614
	TKT
	196.9041
	Upregulated

	199. 
	19634
	ZNF362
	2.421135
	Upregulated

	200. 
	19718
	DCLK2
	1.261641
	Upregulated

	201. 
	19944
	SPTAN1
	22.86143
	Upregulated

	202. 
	19956
	MAP7D3
	1.270748
	Upregulated

	203. 
	20167
	SUOX
	0.676345
	Upregulated

	204. 
	20220
	SORBS3
	1.834852
	Upregulated

	205. 
	20229
	NDRG3
	1.614198
	Upregulated

	206. 
	20345
	ZFY
	0.706583
	Upregulated

	207. 
	20605
	ZNF436
	1.562252
	Upregulated

	208. 
	20689
	DYRK4
	0.761021
	Upregulated

	209. 
	20706
	EIF2AK1
	5.419946
	Upregulated

	210. 
	21209
	LOC257396
	0.601095
	Upregulated

	211. 
	21243
	TRADD
	4.757017
	Upregulated

	212. 
	21418
	MAEA
	55.13896
	Upregulated

	213. 
	21589
	KLF7
	1.032952
	Upregulated

	214. 
	21615
	SYNJ2BP
	1.956237
	Upregulated

	215. 
	21752
	NCAPD2
	25.82332
	Upregulated

	216. 
	21792
	IFT172
	5.084262
	Upregulated

	217. 
	22114
	MRFAP1
	27.86969
	Upregulated

	218. 
	22141
	DFNA5
	2.218416
	Upregulated

	219. 
	22175
	ULK1
	1.613677
	Upregulated

	220. 
	22230
	ITFG2
	1.759503
	Upregulated

	221. 
	22347
	GTSE1
	10.41152
	Upregulated

	222. 
	22395
	PACS1
	1.012357
	Upregulated

	223. 
	22532
	QSOX2
	1.048248
	Upregulated

	224. 
	22589
	NEK10
	0.945993
	Upregulated

	225. 
	22627
	STBD1
	1.23735
	Upregulated

	226. 
	22806
	UTP20
	2.231873
	Upregulated

	227. 
	23180
	ACTL6A
	5.456289
	Upregulated

	228. 
	23204
	FAM45B
	0.505386
	Upregulated

	229. 
	23292
	PRKACA
	0.635596
	Upregulated

	230. 
	23439
	FAM36A
	5.092783
	Upregulated

	231. 
	23523
	C17orf59
	20.46264
	Upregulated

	232. 
	23551
	COPB2
	7.164382
	Upregulated

	233. 
	23631
	FAM50B
	6.250219
	Upregulated

	234. 
	24415
	BMF
	10.91606
	Upregulated

	235. 
	24510
	SLC9A3R1
	32.85357
	Upregulated

	236. 
	24629
	ZFP62
	6.064218
	Upregulated

	237. 
	25078
	RBM45
	2.58298
	Upregulated

	238. 
	25118
	NR2F2
	8.669974
	Upregulated

	239. 
	25393
	FDFT1
	6.314723
	Upregulated

	240. 
	25419
	C13orf36
	0.710032
	Upregulated

	241. 
	25791
	TSPYL1
	13.07638
	Upregulated

	242. 
	26120
	SPIN2B
	1.337321
	Upregulated

	243. 
	26298
	GPER
	2.36117
	Upregulated

	244. 
	26610
	ASF1A
	2.856336
	Upregulated

	245. 
	26785
	IFIT1
	12.80684
	Upregulated

	246. 
	27279
	GCN1L1
	70.04614
	Upregulated

	247. 
	27809
	TOP3A
	0.514505
	Upregulated

	248. 
	27850
	MDC1
	3.254133
	Upregulated

	249. 
	27971
	C16orf88
	5.254794
	Upregulated

	250. 
	28005
	IER5
	23.67514
	Upregulated

	251. 
	28049
	PEBP1
	33.38758
	Upregulated

	252. 
	28264
	UCP2
	0.829821
	Upregulated

	253. 
	28454
	EPHA5
	0.743904
	Upregulated

	254. 
	28648
	RNF20
	2.830006
	Upregulated

	255. 
	28808
	PDLIM1
	1.973743
	Upregulated

	256. 
	28843
	EBPL
	2.148699
	Upregulated

	257. 
	28971
	FAM122A
	2.415014
	Upregulated

	258. 
	29015
	ACAA1
	4.16206
	Upregulated

	259. 
	29262
	TCEAL3
	5.662527
	Upregulated

	260. 
	29491
	WDR70
	5.180536
	Upregulated

	261. 
	29772
	FBXL11
	1.887515
	Upregulated

	262. 
	30017
	CBARA1
	0.640178
	Upregulated

	263. 
	30041
	C1QL1
	0.539517
	Upregulated

	264. 
	30181
	NDUFA8
	69.0391
	Upregulated

	265. 
	30347
	SGMS1
	5.5005
	Upregulated

	266. 
	30589
	TSHZ1
	4.510437
	Upregulated

	267. 
	30684
	LOC389386
	0.560797
	Upregulated

	268. 
	30751
	NUMBL
	0.563178
	Upregulated

	269. 
	30775
	TXNDC15
	3.784424
	Upregulated

	270. 
	30787
	C20orf142
	2.708972
	Upregulated

	271. 
	30877
	C9orf125
	10.559
	Upregulated

	272. 
	30945
	LIX1L
	1.668184
	Upregulated

	273. 
	31257
	ANKRD49
	1.233363
	Upregulated

	274. 
	31424
	ZC4H2
	3.840275
	Upregulated

	275. 
	31614
	FRAT2
	7.074108
	Upregulated

	276. 
	31638
	MSX1
	4.206797
	Upregulated

	277. 
	31680
	HECTD3
	0.703984
	Upregulated

	278. 
	31878
	SMARCAL1
	1.354235
	Upregulated

	279. 
	31995
	JUB
	9.005098
	Upregulated

	280. 
	32038
	TCEAL6
	5.336441
	Upregulated

	281. 
	32202
	NUSAP1
	3.372173
	Upregulated

	282. 
	32536
	HOXA13
	1.14132
	Upregulated

	283. 
	32556
	MTERFD3
	0.797394
	Upregulated

	284. 
	32846
	VASP
	11.79587
	Upregulated

	285. 
	33556
	JMJD2A
	2.322418
	Upregulated

	286. 
	33888
	C10orf140
	0.502015
	Upregulated

	287. 
	34021
	FZD2
	4.379346
	Upregulated

	288. 
	34038
	PHLDB1
	1.535938
	Upregulated

	289. 
	34208
	ABLIM1
	38.34192
	Upregulated

	290. 
	34741
	TMEM42
	10.015
	Upregulated

	291. 
	34775
	ALDH3A2
	3.071826
	Upregulated

	292. 
	35277
	C12orf47
	1.551519
	Upregulated

	293. 
	35402
	PROC
	7.409778
	Upregulated

	294. 
	36298
	PFKM
	16.23058
	Upregulated

	295. 
	36493
	SND1
	20.81075
	Upregulated

	296. 
	36677
	CLIC3
	2.326425
	Upregulated

	297. 
	36812
	ZNF268
	0.997808
	Upregulated

	298. 
	36877
	TCEAL1
	3.81587
	Upregulated

	299. 
	37020
	DKFZP586I1420
	1.264026
	Upregulated

	300. 
	37694
	DISP1
	4.363413
	Upregulated

	301. 
	37734
	PPP1R3C
	4.501239
	Upregulated

	302. 
	37830
	ZC3H4
	4.874807
	Upregulated

	303. 
	38205
	CCNB2
	38.03653
	Upregulated

	304. 
	38252
	PPIL1
	10.14754
	Upregulated

	305. 
	38687
	PRDM4
	0.862789
	Upregulated

	306. 
	38754
	tcag7.1023
	2.660374
	Upregulated

	307. 
	38853
	ZBED3
	20.98232
	Upregulated

	308. 
	38859
	FLJ34047
	0.675438
	Upregulated

	309. 
	38959
	FLJ39609
	0.991633
	Upregulated

	310. 
	39012
	EID2B
	0.58874
	Upregulated

	311. 
	39123
	LQK1
	1.475692
	Upregulated

	312. 
	39232
	RBM42
	7.190267
	Upregulated

	313. 
	39422
	EBAG9
	1.609831
	Upregulated

	314. 
	39727
	CBLN2
	0.508632
	Upregulated

	315. 
	39937
	ARHGAP18
	3.330806
	Upregulated

	316. 
	39989
	DBP
	0.785127
	Upregulated

	317. 
	40029
	SV2B
	2.538484
	Upregulated

	318. 
	40179
	WARS2
	2.018769
	Upregulated

	319. 
	40184
	BEGAIN
	38.70643
	Upregulated

	320. 
	40230
	SNX2
	10.21663
	Upregulated

	321. 
	40275
	NFIC
	0.763927
	Upregulated

	322. 
	40414
	LMO1
	19.62235
	Upregulated

	323. 
	40437
	RRS1
	6.666833
	Upregulated

	324. 
	40747
	SIGMAR1
	30.26379
	Upregulated

	325. 
	41060
	SRCRB4D
	3.601349
	Upregulated

	326. 
	41070
	SNCG
	0.972115
	Upregulated

	327. 
	41340
	MESDC2
	17.50748
	Upregulated

	328. 
	41389
	ZCCHC24
	0.695623
	Upregulated

	329. 
	41660
	C20orf111
	12.55209
	Upregulated

	330. 
	41692
	WDR6
	42.54613
	Upregulated

	331. 
	42307
	MEF2C
	2.604613
	Upregulated

	332. 
	42487
	DNAJB1
	13.42988
	Upregulated

	333. 
	42880
	HRCT1
	1.23323
	Upregulated

	334. 
	42936
	PLCD3
	0.772242
	Upregulated

	335. 
	43001
	LOC100144602
	1.048137
	Upregulated

	336. 
	43187
	LOC54492
	4.098087
	Upregulated

	337. 
	43305
	FANCL
	3.217017
	Upregulated

	338. 
	43618
	DLEU1
	8.414236
	Upregulated

	339. 
	43898
	PUSL1
	1.171953
	Upregulated

	340. 
	44067
	ECOP
	7.031501
	Upregulated

	341. 
	44131
	PIK3C2B
	7.383365
	Upregulated

	342. 
	44436
	RNF187
	6.597846
	Upregulated

	343. 
	44557
	C2orf44
	0.859117
	Upregulated

	344. 
	44609
	LIMS2
	1.251661
	Upregulated

	345. 
	44702
	ZMYM3
	1.011831
	Upregulated

	346. 
	44997
	BAMBI
	12.17808
	Upregulated

	347. 
	45178
	RAB40C
	1.504893
	Upregulated



Supplementary Table 4. List of downregulated genes in Monkeypox.  

	Sl.no
	ID
	Gene Symbol
	logFC
	Significance

	1. 
	64
	EPHA2
	-10.9351
	Downregulated

	2. 
	126
	ORMDL3
	-4.51892
	Downregulated

	3. 
	145
	CEBPG
	-10.5442
	Downregulated

	4. 
	208
	S100PBP
	-1.90255
	Downregulated

	5. 
	543
	DNAJC3
	-0.88887
	Downregulated

	6. 
	738
	HS3ST1
	-0.74691
	Downregulated

	7. 
	884
	FGF2
	-9.88152
	Downregulated

	8. 
	907
	HIVEP2
	-2.449
	Downregulated

	9. 
	1455
	PLAU
	-4.93605
	Downregulated

	10. 
	1500
	RRP1B
	-1.34506
	Downregulated

	11. 
	1505
	UBE2H
	-5.45521
	Downregulated

	12. 
	1582
	C10orf110
	-1.02193
	Downregulated

	13. 
	1674
	MAPK8
	-2.93832
	Downregulated

	14. 
	1840
	STMN3
	-1.20589
	Downregulated

	15. 
	1951
	PPP3CC
	-6.13994
	Downregulated

	16. 
	2218
	MCL1
	-2.62732
	Downregulated

	17. 
	2468
	PPFIA1
	-6.51226
	Downregulated

	18. 
	2609
	TNRC6B
	-1.06461
	Downregulated

	19. 
	2652
	CREM
	-1.86839
	Downregulated

	20. 
	2770
	NFKB1
	-12.9372
	Downregulated

	21. 
	2777
	PPFIBP1
	-2.73764
	Downregulated

	22. 
	2800
	ZFP36
	-7.56329
	Downregulated

	23. 
	3050
	SYT12
	-17.9189
	Downregulated

	24. 
	3315
	RPL38
	-269.843
	Downregulated

	25. 
	3338
	LOC100128961
	-30.3288
	Downregulated

	26. 
	3451
	IDS
	-0.58911
	Downregulated

	27. 
	3547
	PLAT
	-1.13819
	Downregulated

	28. 
	3581
	ABHD11
	-11.5677
	Downregulated

	29. 
	3591
	DENND5A
	-3.04344
	Downregulated

	30. 
	3772
	MAPK14
	-0.69862
	Downregulated

	31. 
	4088
	CYP1A2
	-7.51617
	Downregulated

	32. 
	4131
	SLC11A2
	-2.29161
	Downregulated

	33. 
	4248
	LOC648740
	-3.19933
	Downregulated

	34. 
	4555
	MMD
	-3.40745
	Downregulated

	35. 
	4580
	ODC1
	-153.28
	Downregulated

	36. 
	4601
	DCP1A
	-6.49209
	Downregulated

	37. 
	4612
	IRF2BP2
	-1.07669
	Downregulated

	38. 
	4645
	LIF
	-15.2596
	Downregulated

	39. 
	4674
	WDYHV1
	-1.51064
	Downregulated

	40. 
	4715
	TGFB1
	-1.72034
	Downregulated

	41. 
	4889
	EMR2
	-0.79082
	Downregulated

	42. 
	5155
	IFI27L1
	-3.99835
	Downregulated

	43. 
	5157
	CTAGE5
	-1.14198
	Downregulated

	44. 
	5242
	PLEKHG5
	-2.79337
	Downregulated

	45. 
	5279
	LMO2
	-0.90585
	Downregulated

	46. 
	5290
	THBS1
	-1.35842
	Downregulated

	47. 
	5330
	NFKBID
	-1.07957
	Downregulated

	48. 
	5390
	IMPA1
	-2.10279
	Downregulated

	49. 
	5514
	STX4
	-14.2396
	Downregulated

	50. 
	5655
	NFIL3
	-5.03557
	Downregulated

	51. 
	5687
	SAV1
	-2.69979
	Downregulated

	52. 
	5708
	METTL10
	-1.31067
	Downregulated

	53. 
	5852
	FKBP11
	-6.27665
	Downregulated

	54. 
	6170
	FMR1
	-0.99782
	Downregulated

	55. 
	6196
	EGR2
	-1.82924
	Downregulated

	56. 
	6259
	LOC221710
	-0.78718
	Downregulated

	57. 
	6534
	CD55
	-0.58764
	Downregulated

	58. 
	7655
	MSX2P1
	-0.87798
	Downregulated

	59. 
	7981
	C4orf16
	-0.53886
	Downregulated

	60. 
	8117
	ATP13A3
	-39.5148
	Downregulated

	61. 
	8135
	STK38L
	-2.86652
	Downregulated

	62. 
	8305
	FAM110A
	-2.57876
	Downregulated

	63. 
	8501
	IGFBP7
	-79.0269
	Downregulated

	64. 
	8546
	ETV4
	-3.75342
	Downregulated

	65. 
	8697
	USP12
	-0.69233
	Downregulated

	66. 
	8861
	MAP3K8
	-1.99494
	Downregulated

	67. 
	9063
	IQCB1
	-1.44727
	Downregulated

	68. 
	9351
	PTPN2
	-9.12452
	Downregulated

	69. 
	9462
	PLEKHG2
	-5.84242
	Downregulated

	70. 
	9665
	PHLDA1
	-21.7688
	Downregulated

	71. 
	9754
	FZD8
	-2.53034
	Downregulated

	72. 
	9807
	CYTB
	-53.1911
	Downregulated

	73. 
	9822
	PCNX
	-1.14617
	Downregulated

	74. 
	9864
	SLC25A37
	-2.4864
	Downregulated

	75. 
	9924
	AFAP1L1
	-1.09508
	Downregulated

	76. 
	10059
	PTK6
	-1.14392
	Downregulated

	77. 
	10289
	FBXO31
	-0.86233
	Downregulated

	78. 
	10401
	RPS16
	-83.2082
	Downregulated

	79. 
	10434
	PPIAL4A
	-21.6032
	Downregulated

	80. 
	10601
	SCML1
	-2.70635
	Downregulated

	81. 
	10752
	CD70
	-38.5728
	Downregulated

	82. 
	10925
	TSC22D1
	-4.72378
	Downregulated

	83. 
	10974
	LOC392288
	-1.61404
	Downregulated

	84. 
	11150
	LOC284542
	-3.3368
	Downregulated

	85. 
	11529
	TNS4
	-34.5483
	Downregulated

	86. 
	11906
	CCDC24
	-1.92884
	Downregulated

	87. 
	11990
	PPP1R3F
	-0.55109
	Downregulated

	88. 
	12115
	LOC348926
	-3.4159
	Downregulated

	89. 
	12286
	EREG
	-12.5787
	Downregulated

	90. 
	12291
	SOCS3
	-3.63322
	Downregulated

	91. 
	12535
	LOC642413
	-1.24288
	Downregulated

	92. 
	12550
	S100P
	-8.13987
	Downregulated

	93. 
	12648
	RTTN
	-2.64536
	Downregulated

	94. 
	12689
	AKIRIN2
	-9.20386
	Downregulated

	95. 
	12780
	IL18R1
	-0.56361
	Downregulated

	96. 
	12799
	ANTXR2
	-5.57614
	Downregulated

	97. 
	13132
	FOSL1
	-1.16154
	Downregulated

	98. 
	13490
	MFSD2
	-0.59629
	Downregulated

	99. 
	13600
	MED10
	-57.8782
	Downregulated

	100. 
	13784
	INPP1
	-5.56635
	Downregulated

	101. 
	13804
	BDKRB2
	-0.69441
	Downregulated

	102. 
	13877
	NAMPT
	-7.41454
	Downregulated

	103. 
	14144
	C20orf20
	-11.5166
	Downregulated

	104. 
	14173
	LOC388630
	-5.53419
	Downregulated

	105. 
	14617
	GBP3
	-3.13487
	Downregulated

	106. 
	14833
	LOC494150
	-1.16323
	Downregulated

	107. 
	15139
	FNDC3B
	-4.73582
	Downregulated

	108. 
	15311
	INTS10
	-9.063
	Downregulated

	109. 
	15360
	ARHGEF2
	-1.81702
	Downregulated

	110. 
	15679
	VGLL4
	-2.00116
	Downregulated

	111. 
	16351
	PACRGL
	-1.07709
	Downregulated

	112. 
	16627
	RGS16
	-1.4556
	Downregulated

	113. 
	17039
	FLJ25006
	-0.58697
	Downregulated

	114. 
	17223
	NAB1
	-10.4819
	Downregulated

	115. 
	17282
	FZD10
	-1.45435
	Downregulated

	116. 
	17478
	SIPA1L2
	-1.23448
	Downregulated

	117. 
	17568
	BCL2L2
	-2.03457
	Downregulated

	118. 
	17949
	GULP1
	-4.99097
	Downregulated

	119. 
	18422
	FLJ23185
	-2.25096
	Downregulated

	120. 
	18596
	DUSP5
	-1.10194
	Downregulated

	121. 
	18613
	NEK7
	-4.63651
	Downregulated

	122. 
	18722
	FAM103A1
	-0.99542
	Downregulated

	123. 
	18942
	IFNE
	-1.56847
	Downregulated

	124. 
	19414
	TMEM173
	-10.2349
	Downregulated

	125. 
	19477
	SFRS6
	-1.13779
	Downregulated

	126. 
	19668
	SYF2
	-4.56601
	Downregulated

	127. 
	19860
	NFKBIA
	-104.941
	Downregulated

	128. 
	19891
	ARF3
	-1.57484
	Downregulated

	129. 
	19995
	ARID5A
	-0.78869
	Downregulated

	130. 
	20026
	DCTD
	-2.45432
	Downregulated

	131. 
	20319
	LOC442240
	-1.5312
	Downregulated

	132. 
	20364
	ALAS1
	-3.96748
	Downregulated

	133. 
	20452
	ATP2C1
	-3.19547
	Downregulated

	134. 
	20638
	ASB1
	-0.98952
	Downregulated

	135. 
	20659
	ANKRD37
	-1.3665
	Downregulated

	136. 
	20762
	CHIC2
	-1.52848
	Downregulated

	137. 
	21043
	BID
	-4.76262
	Downregulated

	138. 
	21049
	KIAA0649
	-18.3153
	Downregulated

	139. 
	21087
	RAB22A
	-7.77321
	Downregulated

	140. 
	21100
	MRPL14
	-20.6585
	Downregulated

	141. 
	21201
	SPOCD1
	-0.63473
	Downregulated

	142. 
	21351
	STX1A
	-0.76911
	Downregulated

	143. 
	21382
	RC3H1
	-10.766
	Downregulated

	144. 
	21387
	HIST4H4
	-2.0723
	Downregulated

	145. 
	21664
	INSIG1
	-1.58258
	Downregulated

	146. 
	21727
	ATXN7L2
	-4.79675
	Downregulated

	147. 
	21791
	CDC42EP2
	-11.6444
	Downregulated

	148. 
	21878
	SAMD4A
	-1.06636
	Downregulated

	149. 
	21926
	RPA2
	-14.1261
	Downregulated

	150. 
	21954
	HMGA2
	-1.55928
	Downregulated

	151. 
	22082
	GPR157
	-1.2534
	Downregulated

	152. 
	22157
	PRKCH
	-0.52704
	Downregulated

	153. 
	22436
	PHF23
	-10.471
	Downregulated

	154. 
	22530
	LOC100128548
	-24.3825
	Downregulated

	155. 
	22558
	PORCN
	-9.91952
	Downregulated

	156. 
	22775
	IFNGR2
	-4.64659
	Downregulated

	157. 
	22823
	C17orf39
	-1.16512
	Downregulated

	158. 
	23281
	RAB9A
	-12.4546
	Downregulated

	159. 
	23387
	UGCG
	-1.91999
	Downregulated

	160. 
	23430
	ST3GAL1
	-11.5888
	Downregulated

	161. 
	23569
	RELT
	-1.5048
	Downregulated

	162. 
	23751
	HBEGF
	-2.68832
	Downregulated

	163. 
	24047
	TNFRSF6B
	-1.0034
	Downregulated

	164. 
	24426
	KLF5
	-0.67998
	Downregulated

	165. 
	24568
	MOSPD1
	-1.56286
	Downregulated

	166. 
	24579
	IER2
	-340.871
	Downregulated

	167. 
	24614
	PTGS1
	-1.64647
	Downregulated

	168. 
	24687
	SLC30A7
	-0.88348
	Downregulated

	169. 
	24708
	NARG1
	-0.72387
	Downregulated

	170. 
	25271
	AMT
	-0.50565
	Downregulated

	171. 
	25306
	ZFP36L2
	-5.42415
	Downregulated

	172. 
	25543
	KIN
	-2.31617
	Downregulated

	173. 
	26328
	TMEM77
	-1.08953
	Downregulated

	174. 
	27596
	PROCR
	-13.7523
	Downregulated

	175. 
	27933
	MORC3
	-2.7934
	Downregulated

	176. 
	28193
	PLK3
	-17.907
	Downregulated

	177. 
	28388
	VEGFC
	-15.5426
	Downregulated

	178. 
	29128
	MATN4
	-1.22071
	Downregulated

	179. 
	29468
	CHRNA10
	-0.92843
	Downregulated

	180. 
	30308
	BMP2
	-1.22508
	Downregulated

	181. 
	30779
	MAFG
	-12.0868
	Downregulated

	182. 
	31127
	LOC729298
	-0.85058
	Downregulated

	183. 
	31678
	RPIA
	-6.31178
	Downregulated

	184. 
	31691
	CHKB
	-2.70481
	Downregulated

	185. 
	31984
	PNRC2
	-0.93077
	Downregulated

	186. 
	32323
	CD9
	-6.62255
	Downregulated

	187. 
	32622
	SPATA20
	-1.34618
	Downregulated

	188. 
	32773
	PLSCR1
	-1.80329
	Downregulated

	189. 
	33020
	PSMD14
	-10.1938
	Downregulated

	190. 
	33643
	FAM107B
	-5.32773
	Downregulated

	191. 
	33764
	TICAM2
	-0.90175
	Downregulated

	192. 
	33862
	B3GNT5
	-6.76368
	Downregulated

	193. 
	34101
	RPLP0P2
	-128.191
	Downregulated

	194. 
	34408
	MAGOH
	-10.6662
	Downregulated

	195. 
	34713
	ARHGEF16
	-10.0154
	Downregulated

	196. 
	35000
	WDR53
	-1.03757
	Downregulated

	197. 
	35303
	HIRA
	-4.57558
	Downregulated

	198. 
	36467
	PPP2R5B
	-2.36356
	Downregulated

	199. 
	36539
	TRAF3
	-4.13498
	Downregulated

	200. 
	36706
	PPP2CB
	-6.68946
	Downregulated

	201. 
	36964
	IER3
	-143.793
	Downregulated

	202. 
	37075
	TMEM54
	-2.64
	Downregulated

	203. 
	37101
	IL4R
	-41.2843
	Downregulated

	204. 
	37294
	ID1
	-292.512
	Downregulated

	205. 
	37538
	FBN1
	-9.03949
	Downregulated

	206. 
	37929
	NFKBIE
	-8.54231
	Downregulated

	207. 
	37994
	THAP1
	-1.50447
	Downregulated

	208. 
	38096
	EMILIN2
	-3.10837
	Downregulated

	209. 
	38333
	ARHGEF4
	-31.3356
	Downregulated

	210. 
	38810
	SMOX
	-4.85405
	Downregulated

	211. 
	38890
	LHFP
	-2.14746
	Downregulated

	212. 
	38928
	NUDT21
	-2.64068
	Downregulated

	213. 
	38987
	KIAA0020
	-19.2863
	Downregulated

	214. 
	39213
	FKBP2
	-19.3807
	Downregulated

	215. 
	39369
	ARHGAP12
	-8.43926
	Downregulated

	216. 
	41758
	BAIAP2L1
	-1.13309
	Downregulated

	217. 
	42219
	C1orf97
	-1.94286
	Downregulated

	218. 
	42301
	TMED7
	-1.72805
	Downregulated

	219. 
	42735
	MAFF
	-3.56867
	Downregulated

	220. 
	43368
	LYG1
	-0.51394
	Downregulated

	221. 
	43466
	STAMBPL1
	-5.25695
	Downregulated

	222. 
	43585
	LRIG1
	-21.8603
	Downregulated

	223. 
	43739
	COL7A1
	-22.9358
	Downregulated





Supplementary Table 5. List of selected common DEGs among HIV and MPOX.
	Sl.No
	Common DEGs

	1. 
	S100PBP

	2. 
	MEIS1

	3. 
	CREM

	4. 
	ZFP36

	5. 
	MMD

	6. 
	DCP1A

	7. 
	CD55

	8. 
	TPX2

	9. 
	WIPF1

	10. 
	SCML1

	11. 
	TSC22D1

	12. 
	SOCS3

	13. 
	INPP1

	14. 
	C2orf43

	15. 
	COX15

	16. 
	NGFRAP1

	17. 
	RGS16

	18. 
	IFI44L

	19. 
	SSBP2

	20. 
	RAD51AP1

	21. 
	NFKBIA

	22. 
	ARID5A

	23. 
	ALAS1

	24. 
	ACTL6A

	25. 
	COPB2

	26. 
	PTGS1

	27. 
	ZFP36L2

	28. 
	FDFT1

	29. 
	TSPYL1

	30. 
	IFIT1

	31. 
	IER5

	32. 
	PLK3

	33. 
	TXNDC15

	34. 
	NUSAP1

	35. 
	CD9

	36. 
	PLSCR1

	37. 
	ABLIM1

	38. 
	IL4R

	39. 
	CCNB2

	40. 
	DNAJB1

	41. 
	FANCL




Supplementary Table 6. List of BP of GO of the commonly identified genes.

	ID
	Description
	P value

	GO:1903707
	negative regulation of hemopoiesis
	0.00028002

	GO:0110154
	RNA decapping
	0.000354046

	GO:0110156
	methylguanosine-cap decapping
	0.000354046

	GO:0000288
	nuclear-transcribed mRNA catabolic process, deadenylation-dependent decay
	0.000516764

	GO:0061158
	3'-UTR-mediated mRNA destabilization
	0.00052711

	GO:0043462
	regulation of ATPase activity
	0.000536418

	GO:1900153
	positive regulation of nuclear-transcribed mRNA catabolic process, deadenylation-dependent decay
	0.000592246

	GO:1900151
	regulation of nuclear-transcribed mRNA catabolic process, deadenylation-dependent decay
	0.000733602

	GO:0060216
	definitive hemopoiesis
	0.000809794

	GO:0045638
	negative regulation of myeloid cell differentiation
	0.000918314

	GO:0006783
	heme biosynthetic process
	0.000973134

	GO:0048525
	negative regulation of viral process
	0.001193196

	GO:0006779
	porphyrin-containing compound biosynthetic process
	0.00134324

	GO:0033014
	tetrapyrrole biosynthetic process
	0.00134324

	GO:0042168
	heme metabolic process
	0.001886134

	GO:0061157
	mRNA destabilization
	0.001886134

	GO:0002683
	negative regulation of immune system process
	0.002242333

	GO:0050779
	RNA destabilization
	0.002254008

	GO:2000516
	positive regulation of CD4-positive, alpha-beta T cell activation
	0.002383572

	GO:0006778
	porphyrin-containing compound metabolic process
	0.002792893

	GO:1903706
	regulation of hemopoiesis
	0.003072106

	GO:0071364
	cellular response to epidermal growth factor stimulus
	0.003386278

	GO:0033003
	regulation of mast cell activation
	0.003543038

	GO:0007520
	myoblast fusion
	0.003703137

	GO:0043330
	response to exogenous dsRNA
	0.003866562

	GO:0070849
	response to epidermal growth factor
	0.004033298

	GO:0061014
	positive regulation of mRNA catabolic process
	0.004553248

	GO:0043331
	response to dsRNA
	0.005102531

	GO:0032781
	positive regulation of ATPase activity
	0.00548484

	GO:0036297
	interstrand cross-link repair
	0.00548484

	GO:0046148
	pigment biosynthetic process
	0.005879925

	GO:0046854
	phosphatidylinositol phosphorylation
	0.005879925

	GO:0000768
	syncytium formation by plasma membrane fusion
	0.006082226

	GO:0140253
	cell-cell fusion
	0.006082226

	GO:0043488
	regulation of mRNA stability
	0.006173459

	GO:0031663
	lipopolysaccharide-mediated signaling pathway
	0.006287683

	GO:0071385
	cellular response to glucocorticoid stimulus
	0.006287683

	GO:0006949
	syncytium formation
	0.006496281

	GO:0033013
	tetrapyrrole metabolic process
	0.006708009

	GO:0045071
	negative regulation of viral genome replication
	0.006708009

	GO:0045576
	mast cell activation
	0.006708009

	GO:0071384
	cellular response to corticosteroid stimulus
	0.006922854

	GO:0043487
	regulation of RNA stability
	0.007031247

	GO:0046635
	positive regulation of alpha-beta T cell activation
	0.007140802

	GO:2000514
	regulation of CD4-positive, alpha-beta T cell activation
	0.007140802

	GO:0061013
	regulation of mRNA catabolic process
	0.00839002

	GO:0071222
	cellular response to lipopolysaccharide
	0.00839002

	GO:0000956
	nuclear-transcribed mRNA catabolic process
	0.008611825

	GO:0002831
	regulation of response to biotic stimulus
	0.00897983

	GO:0042440
	pigment metabolic process
	0.009239936

	GO:0046834
	lipid phosphorylation
	0.009239936

	GO:0061515
	myeloid cell development
	0.009239936

	GO:0050792
	regulation of viral process
	0.009415293

	GO:0043627
	response to estrogen
	0.009993712

	GO:0071219
	cellular response to molecule of bacterial origin
	0.010015257

	GO:0030099
	myeloid cell differentiation
	0.010738671

	GO:1900034
	regulation of cellular response to heat
	0.011039873

	GO:0043903
	regulation of symbiotic process
	0.011150488

	GO:0009266
	response to temperature stimulus
	0.011412487

	GO:1903313
	positive regulation of mRNA metabolic process
	0.011854914

	GO:0006644
	phospholipid metabolic process
	0.012897795

	GO:1903901
	negative regulation of viral life cycle
	0.012981575

	GO:0071216
	cellular response to biotic stimulus
	0.013202523

	GO:0000086
	G2/M transition of mitotic cell cycle
	0.014379684

	GO:0048872
	homeostasis of number of cells
	0.01468304

	GO:0051607
	defense response to virus
	0.014990034

	GO:0045637
	regulation of myeloid cell differentiation
	0.01577347

	GO:0035710
	CD4-positive, alpha-beta T cell activation
	0.016309383

	GO:0046634
	regulation of alpha-beta T cell activation
	0.016309383

	GO:0045069
	regulation of viral genome replication
	0.017273909

	GO:0044839
	cell cycle G2/M phase transition
	0.017408974

	GO:0140014
	mitotic nuclear division
	0.019672643

	GO:0000290
	deadenylation-dependent decapping of nuclear-transcribed mRNA
	0.019965185

	GO:0042541
	hemoglobin biosynthetic process
	0.019965185

	GO:0045625
	regulation of T-helper 1 cell differentiation
	0.019965185

	GO:0045647
	negative regulation of erythrocyte differentiation
	0.019965185

	GO:0097278
	complement-dependent cytotoxicity
	0.019965185

	GO:0071356
	cellular response to tumor necrosis factor
	0.021710031

	GO:0019371
	cyclooxygenase pathway
	0.021940223

	GO:0045628
	regulation of T-helper 2 cell differentiation
	0.021940223

	GO:0046501
	protoporphyrinogen IX metabolic process
	0.021940223

	GO:0048103
	somatic stem cell division
	0.021940223

	GO:0060368
	regulation of Fc receptor mediated stimulatory signaling pathway
	0.021940223

	GO:0070417
	cellular response to cold
	0.021940223

	GO:0090084
	negative regulation of inclusion body assembly
	0.021940223

	GO:0014902
	myotube differentiation
	0.023180502

	GO:0007077
	mitotic nuclear envelope disassembly
	0.023911386

	GO:0008298
	intracellular mRNA localization
	0.023911386

	GO:0035739
	CD4-positive, alpha-beta T cell proliferation
	0.023911386

	GO:0051095
	regulation of helicase activity
	0.023911386

	GO:0060213
	positive regulation of nuclear-transcribed mRNA poly(A) tail shortening
	0.023911386

	GO:0060670
	branching involved in labyrinthine layer morphogenesis
	0.023911386

	GO:0090331
	negative regulation of platelet aggregation
	0.023911386

	GO:0097201
	negative regulation of transcription from RNA polymerase II promoter in response to stress
	0.023911386

	GO:2000561
	regulation of CD4-positive, alpha-beta T cell proliferation
	0.023911386

	GO:0030218
	erythrocyte differentiation
	0.024675494

	GO:0002698
	negative regulation of immune effector process
	0.025822124

	GO:0002921
	negative regulation of humoral immune response
	0.02587868

	GO:0010745
	negative regulation of macrophage derived foam cell differentiation
	0.02587868

	GO:0034605
	cellular response to heat
	0.026209113

	GO:0034612
	response to tumor necrosis factor
	0.026332498

	GO:0019079
	viral genome replication
	0.026990194

	GO:0034101
	erythrocyte homeostasis
	0.027780676

	GO:0060211
	regulation of nuclear-transcribed mRNA poly(A) tail shortening
	0.027842114

	GO:0060707
	trophoblast giant cell differentiation
	0.027842114

	GO:0070431
	nucleotide-binding oligomerization domain containing 2 signaling pathway
	0.027842114

	GO:0032496
	response to lipopolysaccharide
	0.029386296

	GO:0009415
	response to water
	0.029801694

	GO:0020027
	hemoglobin metabolic process
	0.029801694

	GO:0034111
	negative regulation of homotypic cell-cell adhesion
	0.029801694

	GO:0045064
	T-helper 2 cell differentiation
	0.029801694

	GO:0048308
	organelle inheritance
	0.029801694

	GO:0048313
	Golgi inheritance
	0.029801694

	GO:0019058
	viral life cycle
	0.030981175

	GO:0006650
	glycerophospholipid metabolic process
	0.03144516

	GO:1903311
	regulation of mRNA metabolic process
	0.031678535

	GO:0002830
	positive regulation of type 2 immune response
	0.031757427

	GO:0007076
	mitotic chromosome condensation
	0.031757427

	GO:0030397
	membrane disassembly
	0.031757427

	GO:0033008
	positive regulation of mast cell activation involved in immune response
	0.031757427

	GO:0042532
	negative regulation of tyrosine phosphorylation of STAT protein
	0.031757427

	GO:0042994
	cytoplasmic sequestering of transcription factor
	0.031757427

	GO:0043306
	positive regulation of mast cell degranulation
	0.031757427

	GO:0046855
	inositol phosphate dephosphorylation
	0.031757427

	GO:0051081
	nuclear envelope disassembly
	0.031757427

	GO:0061684
	chaperone-mediated autophagy
	0.031757427

	GO:0071391
	cellular response to estrogen stimulus
	0.031757427

	GO:0090083
	regulation of inclusion body assembly
	0.031757427

	GO:0009615
	response to virus
	0.032859219

	GO:0045598
	regulation of fat cell differentiation
	0.033570302

	GO:0035855
	megakaryocyte development
	0.033709322

	GO:0043968
	histone H2A acetylation
	0.033709322

	GO:0045623
	negative regulation of T-helper cell differentiation
	0.033709322

	GO:0046838
	phosphorylated carbohydrate dephosphorylation
	0.033709322

	GO:0071360
	cellular response to exogenous dsRNA
	0.033709322

	GO:1902850
	microtubule cytoskeleton organization involved in mitosis
	0.03400057

	GO:0002431
	Fc receptor mediated stimulatory signaling pathway
	0.034433013

	GO:0002237
	response to molecule of bacterial origin
	0.034550772

	GO:0044344
	cellular response to fibroblast growth factor stimulus
	0.034867623

	GO:0046631
	alpha-beta T cell activation
	0.034867623

	GO:0051384
	response to glucocorticoid
	0.035304388

	GO:0017121
	plasma membrane phospholipid scrambling
	0.035657386

	GO:0032780
	negative regulation of ATPase activity
	0.035657386

	GO:0035994
	response to muscle stretch
	0.035657386

	GO:0071545
	inositol phosphate catabolic process
	0.035657386

	GO:0010544
	negative regulation of platelet activation
	0.037601625

	GO:0045063
	T-helper 1 cell differentiation
	0.037601625

	GO:0071774
	response to fibroblast growth factor
	0.037969694

	GO:0002262
	myeloid cell homeostasis
	0.038421272

	GO:0010875
	positive regulation of cholesterol efflux
	0.039542047

	GO:0032495
	response to muramyl dipeptide
	0.039542047

	GO:1901741
	positive regulation of myoblast fusion
	0.039542047

	GO:0006402
	mRNA catabolic process
	0.039630488

	GO:1903900
	regulation of viral life cycle
	0.039788431

	GO:0030168
	platelet activation
	0.04024826

	GO:0050777
	negative regulation of immune response
	0.040710127

	GO:0006123
	mitochondrial electron transport, cytochrome c to oxygen
	0.04147866

	GO:0019646
	aerobic electron transport chain
	0.04147866

	GO:0030728
	ovulation
	0.04147866

	GO:0032288
	myelin assembly
	0.04147866

	GO:0043371
	negative regulation of CD4-positive, alpha-beta T cell differentiation
	0.04147866

	GO:0046641
	positive regulation of alpha-beta T cell proliferation
	0.04147866

	GO:0060713
	labyrinthine layer morphogenesis
	0.04147866

	GO:0090330
	regulation of platelet aggregation
	0.04147866

	GO:2000737
	negative regulation of stem cell differentiation
	0.04147866

	GO:0001701
	in utero embryonic development
	0.041494123

	GO:0031960
	response to corticosteroid
	0.043049702

	GO:0031331
	positive regulation of cellular catabolic process
	0.043401848

	GO:0002089
	lens morphogenesis in camera-type eye
	0.04341147

	GO:0007342
	fusion of sperm to egg plasma membrane involved in single fertilization
	0.04341147

	GO:0010888
	negative regulation of lipid storage
	0.04341147

	GO:0033005
	positive regulation of mast cell activation
	0.04341147

	GO:0045624
	positive regulation of T-helper cell differentiation
	0.04341147

	GO:0071359
	cellular response to dsRNA
	0.04341147

	GO:1901739
	regulation of myoblast fusion
	0.04341147

	GO:0009408
	response to heat
	0.043999466

	GO:0032703
	negative regulation of interleukin-2 production
	0.045340485

	GO:0035743
	CD4-positive, alpha-beta T cell cytokine production
	0.045340485

	GO:0051220
	cytoplasmic sequestering of protein
	0.045340485

	GO:0060044
	negative regulation of cardiac muscle cell proliferation
	0.045340485

	GO:0070935
	3'-UTR-mediated mRNA stabilization
	0.045340485

	GO:0071404
	cellular response to low-density lipoprotein particle stimulus
	0.045340485

	GO:0051100
	negative regulation of binding
	0.045438808

	GO:0000910
	cytokinesis
	0.046895559

	GO:0070841
	inclusion body assembly
	0.047265713

	GO:2000637
	positive regulation of gene silencing by miRNA
	0.047265713

	GO:0043302
	positive regulation of leukocyte degranulation
	0.04918716

	GO:0046639
	negative regulation of alpha-beta T cell differentiation
	0.04918716

	GO:0060148
	positive regulation of posttranscriptional gene silencing
	0.04918716

	GO:0060330
	regulation of response to interferon-gamma
	0.04918716

	GO:0060334
	regulation of interferon-gamma-mediated signaling pathway
	0.04918716

	GO:0060669
	embryonic placenta morphogenesis
	0.04918716



Supplementary Table 7. List of CC of GO of the commonly identified genes.

	ID
	Description
	P value

	GO:0000932
	P-body
	0.013312359

	GO:0005845
	mRNA cap binding complex
	0.023673515

	GO:0071564
	npBAF complex
	0.023673515

	GO:0030126
	COPI vesicle coat
	0.025621473

	GO:0034518
	RNA cap binding complex
	0.027565644

	GO:0043240
	Fanconi anaemia nuclear complex
	0.027565644

	GO:0061827
	sperm head
	0.027565644

	GO:0072686
	mitotic spindle
	0.028863026

	GO:0031011
	Ino80 complex
	0.029506035

	GO:0033202
	DNA helicase complex
	0.029506035

	GO:0030014
	CCR4-NOT complex
	0.031442653

	GO:0031092
	platelet alpha granule membrane
	0.033375505

	GO:0030663
	COPI-coated vesicle membrane
	0.035304599

	GO:0005819
	spindle
	0.036408745

	GO:0000159
	protein phosphatase type 2A complex
	0.037229942

	GO:0016514
	SWI/SNF complex
	0.037229942

	GO:0035267
	NuA4 histone acetyltransferase complex
	0.041069402

	GO:0043189
	H4/H2A histone acetyltransferase complex
	0.041069402

	GO:0000922
	spindle pole
	0.042758673

	GO:0097346
	INO80-type complex
	0.048703616



Supplementary Table 8. List of MF of GO of the commonly identified genes.

	ID
	Description
	P value

	GO:0035925
	mRNA 3'-UTR AU-rich region binding
	0.001384805

	GO:0017091
	AU-rich element binding
	0.001493585

	GO:0019887
	protein kinase regulator activity
	0.00705627

	GO:0019207
	kinase regulator activity
	0.010760896

	GO:0017128
	phospholipid scramblase activity
	0.021054127

	GO:0005522
	profilin binding
	0.023135628

	GO:0003697
	single-stranded DNA binding
	0.02440633

	GO:0003730
	mRNA 3'-UTR binding
	0.025611591

	GO:0016653
	oxidoreductase activity, acting on NAD(P)H, heme protein as acceptor
	0.027285701

	GO:0052745
	inositol phosphate phosphatase activity
	0.027285701

	GO:0031072
	heat shock protein binding
	0.029800065

	GO:0017124
	SH3 domain binding
	0.031547134

	GO:0046935
	1-phosphatidylinositol-3-kinase regulator activity
	0.033478617

	GO:0020037
	heme binding
	0.034699808

	GO:0004659
	prenyltransferase activity
	0.035534373

	GO:0140297
	DNA-binding transcription factor binding
	0.037104945

	GO:0046965
	retinoid X receptor binding
	0.037585868

	GO:0046906
	tetrapyrrole binding
	0.039407013

	GO:0035014
	phosphatidylinositol 3-kinase regulator activity
	0.04167611

	GO:0140303
	intramembrane lipid transporter activity
	0.043714875

	GO:0019957
	C-C chemokine binding
	0.049805844




Supplementary Table 9. List of KEGG pathways of the commonly identified genes.

	ID
	Description
	P value
	

	hsa04640
	Hematopoietic cell lineage
	0.002320263
	

	hsa00860
	Porphyrin metabolism
	0.006788968
	

	hsa05160
	Hepatitis C
	0.008741874
	

	hsa05164
	Influenza A
	0.010829728
	

	hsa04920
	Adipocytokine signaling pathway
	0.015226588
	

	hsa05166
	Human T-cell leukemia virus 1 infection
	0.021651795
	

	hsa04658
	Th1 and Th2 cell differentiation
	0.025455784
	

	hsa04625
	C-type lectin receptor signaling pathway
	0.032503178
	

	hsa04659
	Th17 cell differentiation
	0.034227685
	

	hsa04931
	Insulin resistance
	0.034810429
	

	hsa04668
	TNF signaling pathway
	0.040849328
	

	hsa04068
	FoxO signaling pathway
	0.049917629
	




[bookmark: _Hlk179196191]Supplementary Table 10. List of top 15 genes based on their score and included criteria within the identified common DEGs
	Rank
	Name
	Score

	Closeness

	1
	SOCS3
	22.83333

	2
	NFKBIA
	22.66667

	3
	ZFP36
	21.83333

	4
	IFIT1
	21

	4
	CCNB2
	21

	6
	PLK3
	19.66667

	7
	ARID5A
	19.5

	8
	IL4R
	19.41667

	9
	DNAJB1
	18.83333

	10
	PTGS1
	18.75

	11
	ACTL6A
	18.75

	12
	ZFP36L2
	18.5

	13
	IFI44L
	18.25

	14
	RGS16
	17.91667

	15
	TPX2
	17.58333

	Degree

	1
	SOCS3
	15

	1
	NFKBIA
	15

	3
	ZFP36
	13

	4
	IFIT1
	12

	5
	CCNB2
	11

	6
	IL4R
	10

	7
	PTGS1
	9

	7
	ACTL6A
	9

	7
	PLK3
	9

	10
	DNAJB1
	8

	10
	IFI44L
	8

	10
	ARID5A
	8

	13
	RGS16
	7

	13
	ZFP36L2
	7

	15
	ALAS1
	6

	EPC

	1
	SOCS3
	9.851

	2
	NFKBIA
	9.822

	3
	ZFP36
	9.346

	4
	IFIT1
	8.864

	5
	IL4R
	8.481

	6
	CCNB2
	8.395

	7
	DNAJB1
	8.12

	8
	PTGS1
	7.831

	9
	PLK3
	7.778

	10
	IFI44L
	7.686

	11
	ARID5A
	7.343

	12
	RGS16
	7.006

	13
	CD9
	6.853

	14
	ZFP36L2
	6.744

	15
	CREM
	6.251

	MCC

	1
	NFKBIA
	408

	2
	SOCS3
	370

	3
	IFIT1
	310

	4
	IL4R
	294

	5
	PTGS1
	249

	6
	IFI44L
	156

	7
	CD9
	144

	8
	ZFP36
	119

	9
	CCNB2
	88

	10
	PLK3
	62

	11
	RGS16
	55

	12
	DNAJB1
	54

	13
	ACTL6A
	53

	14
	TPX2
	50

	15
	NUSAP1
	48

	MNC

	1
	SOCS3
	15

	1
	NFKBIA
	15

	3
	IFIT1
	12

	3
	ZFP36
	12

	5
	CCNB2
	11

	6
	IL4R
	10

	7
	PLK3
	9

	8
	DNAJB1
	8

	8
	PTGS1
	8

	8
	IFI44L
	8

	11
	ARID5A
	7

	11
	ZFP36L2
	7

	13
	RGS16
	6

	13
	TPX2
	6

	13
	ACTL6A
	6

	Radiality

	1
	SOCS3
	4.041385

	2
	NFKBIA
	4.013514

	3
	ZFP36
	3.985642

	4
	CCNB2
	3.95777

	5
	IFIT1
	3.902027

	6
	ARID5A
	3.874155

	7
	PLK3
	3.846284

	8
	DNAJB1
	3.762669

	8
	ZFP36L2
	3.762669

	10
	IL4R
	3.706926

	11
	ACTL6A
	3.679054

	12
	RGS16
	3.651182

	12
	PTGS1
	3.651182

	12
	TPX2
	3.651182

	15
	IFI44L
	3.623311

	Stress

	1
	ACTL6A
	476

	2
	CCNB2
	466

	3
	ZFP36
	456

	4
	SOCS3
	428

	5
	NFKBIA
	398

	6
	IFIT1
	286

	7
	ARID5A
	280

	8
	PLK3
	250

	9
	MEIS1
	200

	10
	PTGS1
	192

	11
	RGS16
	170

	11
	ZFP36L2
	170

	13
	PLSCR1
	150

	14
	RAD51AP1
	144

	15
	FDFT1
	122





Supplementary Table 11. Table of TFs and common DEGs interactions network analysis
	Sl. No
	Term
	P-value
	Genes

	1. 
	NFKB1
	0.001778783
	NFKBIA;COPB2;SOCS3;ZFP36

	2. 
	EMX2
	0.012238541
	MEIS1

	3. 
	STAT6
	0.012564067
	NFKBIA;IL4R

	4. 
	HOXD13
	0.016285505
	MEIS1

	5. 
	LMX1B
	0.016285505
	SSBP2

	6. 
	LYL1
	0.020316294
	NFKBIA

	7. 
	THAP11
	0.026332285
	TPX2

	8. 
	HIF1A
	0.027513387
	DNAJB1;PLK3

	9. 
	CREB1
	0.030815893
	MEIS1;CREM

	10. 
	PBX3
	0.038256344
	MEIS1

	11. 
	TP53
	0.038998027
	NFKBIA;PLK3;TSC22D1;ACTL6A

	12. 
	RNF2
	0.049968981
	SCML1;ACTL6A

	13. 
	PHC1
	0.0500379
	SCML1

	14. 
	PML
	0.051505093
	PLSCR1;SSBP2

	15. 
	BRCA1
	0.053872354
	DNAJB1;TPX2;INPP1

	16. 
	CNOT3
	0.055875759
	DCP1A

	17. 
	ZBTB7A
	0.057813922
	NFKBIA

	18. 
	LMO4
	0.059748204
	SSBP2

	19. 
	ATF1
	0.063605153
	CREM

	20. 
	PDX1
	0.0712728
	MEIS1

	21. 
	PAX3
	0.080771259
	CCNB2

	22. 
	LMO2
	0.084544047
	SSBP2

	23. 
	PCGF2
	0.088301727
	SCML1

	24. 
	NOD2
	0.088301727
	SOCS3

	25. 
	STAT2
	0.097630215
	ZFP36

	26. 
	SALL4
	0.10318254
	ACTL6A

	27. 
	BRF2
	0.116008666
	COPB2

	28. 
	UBTF
	0.117826298
	CCNB2

	29. 
	SREBF2
	0.119640284
	ABLIM1

	30. 
	TAL1
	0.125060435
	SSBP2

	31. 
	SPI1
	0.126859907
	CREM

	32. 
	MYC
	0.131269549
	COPB2;IL4R;WIPF1;ACTL6A

	33. 
	SOX2
	0.134021755
	ACTL6A

	34. 
	MYB
	0.158639735
	NGFRAP1

	35. 
	FOXP3
	0.160911657
	COPB2;NUSAP1

	36. 
	EED
	0.170691341
	TSC22D1

	37. 
	ESR2
	0.171801193
	COPB2;ARID5A

	38. 
	MAX
	0.179196349
	ACTL6A

	39. 
	UPF1
	0.182574472
	DCP1A

	40. 
	ETS1
	0.189290076
	MEIS1

	41. 
	KAT2A
	0.197608922
	ACTL6A

	42. 
	HSF1
	0.20091309
	DNAJB1

	43. 
	SMARCC2
	0.209115543
	ACTL6A

	44. 
	SMARCC1
	0.209115543
	ACTL6A

	45. 
	SMARCB1
	0.212373474
	ACTL6A

	46. 
	YY1
	0.218850102
	ACTL6A

	47. 
	SETDB1
	0.244240982
	TSC22D1

	48. 
	RXRA
	0.248911297
	ARID5A

	49. 
	CEBPB
	0.253553451
	MEIS1

	50. 
	NCOR1
	0.273348056
	NFKBIA

	51. 
	TBP
	0.280824199
	CREM

	52. 
	RARA
	0.302805196
	ARID5A

	53. 
	ILF2
	0.31567771
	IFIT1

	54. 
	STAT1
	0.332480916
	NFKBIA

	55. 
	SMARCA4
	0.3635693
	ACTL6A

	56. 
	ATF2
	0.386909672
	PLK3

	57. 
	POLR2A
	0.389450907
	ACTL6A

	58. 
	SMAD4
	0.397013111
	DCP1A

	59. 
	STAT3
	0.398264562
	SOCS3

	60. 
	JUN
	0.400759867
	PLK3

	61. 
	AR
	0.428740133
	ARID5A

	62. 
	HTT
	0.454309025
	DNAJB1

	63. 
	ILF3
	0.458836402
	PLSCR1

	64. 
	POU5F1
	0.503179362
	ACTL6A

	65. 
	SMAD3
	0.540139152
	SOCS3

	66. 
	SMAD2
	0.548715514
	NGFRAP1

	67. 
	HDAC2
	0.55153947
	NFKBIA

	68. 
	CTNNB1
	0.561747233
	FANCL

	69. 
	EP300
	0.625548307
	PLSCR1

	70. 
	ESR1
	0.839178365
	ARID5A



Supplementary Table 12. Table of miRNA and common DEGs interactions network analysis
	Sl. No
	Term
	P-value
	Genes

	1. 
	hsa-miR-30e-5p
	6.03E-06
	SOCS3;PLSCR1;TSPYL1;FANCL;CREM;IER5;S100PBP

	2. 
	hsa-miR-30d-5p
	8.85E-06
	SOCS3;PLSCR1;TSPYL1;FANCL;CREM;IER5;S100PBP

	3. 
	hsa-miR-30b-5p
	1.95E-05
	SOCS3;PLSCR1;TSPYL1;FANCL;CREM;IER5;S100PBP

	4. 
	hsa-miR-30c-5p
	8.05E-05
	SOCS3;PLSCR1;TSPYL1;FANCL;CREM;IER5;S100PBP

	5. 
	hsa-miR-30a-5p
	1.02E-04
	DNAJB1;SOCS3;PLSCR1;TSPYL1;FANCL;CREM;IER5;S100PBP

	6. 
	hsa-miR-346
	8.85E-04
	RAD51AP1;ZFP36;PTGS1

	7. 
	hsa-miR-4724-5p
	0.00106244
	RAD51AP1;SOCS3;IL4R

	8. 
	hsa-miR-8062
	0.001368901
	SOCS3;SSBP2;DCP1A

	9. 
	hsa-miR-126-5p
	0.001856619
	SOCS3;ZFP36;IFIT1

	10. 
	hsa-miR-18a-5p
	0.001991563
	RAD51AP1;ACTL6A;TXNDC15;ZFP36L2

	11. 
	hsa-miR-4795-3p
	0.002040317
	SOCS3;ZFP36;IFIT1

	12. 
	hsa-miR-1304-5p
	0.002658028
	SOCS3;PLSCR1;DCP1A

	13. 
	hsa-miR-216b-5p
	0.002770981
	ABLIM1;SSBP2;IER5

	14. 
	hsa-miR-1288-3p
	0.002895733
	WIPF1;CREM

	15. 
	hsa-miR-6888-5p
	0.003922189
	ZFP36;PLSCR1;SSBP2

	16. 
	hsa-miR-1248
	0.004514437
	IFIT1;IFI44L;CD55

	17. 
	hsa-miR-4465
	0.006900756
	SSBP2;DCP1A;CD55

	18. 
	hsa-miR-1297
	0.007306914
	SSBP2;DCP1A;CD55

	19. 
	hsa-miR-6853-3p
	0.007398914
	ZFP36;CD55

	20. 
	hsa-miR-3653-5p
	0.008678534
	PLSCR1;TSPYL1;CREM;DCP1A;FDFT1

	21. 
	hsa-miR-7844-5p
	0.010351583
	RAD51AP1;TSPYL1

	22. 
	hsa-miR-4717-3p
	0.011158871
	COX15;ZFP36L2

	23. 
	hsa-miR-153-3p
	0.013146749
	ABLIM1;COX15

	24. 
	hsa-miR-6516-3p
	0.013146749
	IFIT1;CD55

	25. 
	hsa-miR-4258
	0.013741053
	SSBP2;FDFT1

	26. 
	hsa-miR-526b-5p
	0.014043461
	PLSCR1;TSPYL1;IFIT1

	27. 
	mmu-miR-151-5p
	0.014264049
	IL4R

	28. 
	hsa-miR-1299
	0.014346879
	ZFP36;SSBP2

	29. 
	hsa-miR-7855-5p
	0.014654082
	PLSCR1;COX15

	30. 
	hsa-miR-6727-3p
	0.014817865
	ABLIM1;CREM;DCP1A;FDFT1

	31. 
	hsa-miR-4780
	0.015277004
	MEIS1;IL4R

	32. 
	hsa-miR-3917
	0.018302918
	WIPF1

	33. 
	mmu-miR-5112
	0.018302918
	ARID5A

	34. 
	hsa-miR-3175
	0.018479823
	ZFP36;TSPYL1;IER5

	35. 
	mmu-miR-759
	0.018901991
	DNAJB1;TSPYL1

	36. 
	mmu-miR-292a-3p
	0.020316294
	DNAJB1

	37. 
	mmu-miR-3096a-5p
	0.020316294
	DNAJB1

	38. 
	hsa-miR-548c-3p
	0.021547244
	ABLIM1;MEIS1;IER5;CD55

	39. 
	hsa-miR-199b-5p
	0.021743369
	TSC22D1;COX15

	40. 
	mmu-miR-290a-3p
	0.022325642
	DNAJB1

	41. 
	mmu-miR-467a-5p
	0.022325642
	DNAJB1

	42. 
	mmu-miR-7013-3p
	0.02433097
	CREM

	43. 
	hsa-miR-335-3p
	0.024432658
	SOCS3;IFIT1;IER5

	44. 
	mmu-miR-669c-3p
	0.025527648
	CREM;S100PBP

	45. 
	hsa-miR-656-3p
	0.02671175
	ZFP36L2;CD55

	46. 
	hsa-miR-4480
	0.027111352
	ABLIM1;COX15

	47. 
	hsa-miR-562
	0.027513387
	CREM;DCP1A

	48. 
	hsa-miR-3692-3p
	0.027917842
	CD55;FDFT1

	49. 
	hsa-miR-4689
	0.027917842
	PLSCR1;TSC22D1

	50. 
	hsa-miR-6829-3p
	0.028089235
	ZFP36;SSBP2;DCP1A

	51. 
	hsa-miR-6791-3p
	0.028089235
	ZFP36;SSBP2;DCP1A

	52. 
	mmu-miR-107-3p
	0.028329595
	COX15

	53. 
	hsa-miR-891a-5p
	0.028329595
	NFKBIA

	54. 
	mmu-miR-3100-3p
	0.028329595
	TPX2

	55. 
	hsa-miR-24-3p
	0.029495549
	NFKBIA;SCML1;ACTL6A;DCP1A;IER5

	56. 
	hsa-miR-6858-5p
	0.029559654
	PLSCR1;TSC22D1

	57. 
	mmu-miR-103-3p
	0.030322908
	COX15

	58. 
	mmu-miR-1949
	0.030322908
	COX15

	59. 
	hsa-miR-381-3p
	0.03166507
	NFKBIA;COPB2

	60. 
	hsa-miR-326
	0.032523494
	CD9;SSBP2

	61. 
	hsa-miR-1247-3p
	0.032988748
	SSBP2;DCP1A;TXNDC15

	62. 
	hsa-miR-449b-5p
	0.033391078
	SSBP2;IER5

	63. 
	mmu-miR-412-3p
	0.034297574
	DNAJB1

	64. 
	hsa-miR-1237-3p
	0.035153387
	IFIT1;CD55

	65. 
	hsa-miR-33a-3p
	0.036047943
	PLSCR1;ZFP36L2

	66. 
	hsa-miR-155-5p
	0.036265972
	DNAJB1;SOCS3;ZFP36;MEIS1;FDFT1

	67. 
	mmu-miR-188-3p
	0.036278942
	NFKBIA

	68. 
	mmu-miR-1983
	0.036278942
	DNAJB1

	69. 
	hsa-miR-582-5p
	0.037406291
	IER5;ZFP36L2

	70. 
	hsa-miR-578
	0.037863436
	PLSCR1;IFIT1

	71. 
	hsa-miR-5091
	0.038256344
	SSBP2

	72. 
	hsa-miR-585-3p
	0.040229788
	TSPYL1

	73. 
	hsa-miR-6501-3p
	0.041123466
	TSPYL1;SSBP2

	74. 
	hsa-let-7a-5p
	0.041146863
	CCNB2;MEIS1;CD55;S100PBP

	75. 
	hsa-miR-664b-5p
	0.042199281
	CD55

	76. 
	mmu-miR-378a-3p
	0.042199281
	DNAJB1

	77. 
	hsa-miR-147b
	0.042199281
	IER5

	78. 
	hsa-miR-449a
	0.043032596
	SSBP2;IER5

	79. 
	hsa-miR-1252-5p
	0.043999515
	IER5;CD55

	80. 
	mmu-miR-323-3p
	0.044164831
	CREM

	81. 
	hsa-miR-142-3p
	0.044894378
	TSPYL1;MMD;ZFP36L2

	82. 
	hsa-miR-520d-5p
	0.044974562
	COPB2;IER5

	83. 
	hsa-miR-6513-3p
	0.044974562
	SSBP2;DCP1A

	84. 
	hsa-miR-199a-5p
	0.04546511
	TSC22D1;COX15

	85. 
	hsa-miR-101-3p
	0.046333757
	MEIS1;IER5;ZFP36L2

	86. 
	hsa-miR-524-5p
	0.048450106
	COPB2;IER5

	87. 
	hsa-miR-4421
	0.049460761
	PLSCR1;MEIS1

	88. 
	hsa-miR-5699-3p
	0.049460761
	PLSCR1;MEIS1

	89. 
	hsa-miR-34c-5p
	0.049460761
	SSBP2;IER5

	90. 
	mmu-miR-3096b-5p
	0.0500379
	DNAJB1

	91. 
	hsa-miR-542-3p
	0.050479116
	SSBP2;CD55

	92. 
	mmu-miR-3057-3p
	0.051987755
	NFKBIA

	93. 
	hsa-miR-1281
	0.052538618
	ABLIM1;SSBP2

	94. 
	hsa-miR-3179
	0.053579614
	TSPYL1;COX15

	95. 
	mmu-miR-1906
	0.053933705
	COX15

	96. 
	hsa-miR-495-3p
	0.054628006
	MEIS1;CD9

	97. 
	hsa-miR-5586-3p
	0.054628006
	SOCS3;DCP1A

	98. 
	hsa-miR-27b-3p
	0.054814798
	ZFP36;TSPYL1;ZFP36L2

	99. 
	hsa-miR-27a-3p
	0.057367034
	ZFP36;TSPYL1;ZFP36L2

	100. 
	hsa-miR-6746-3p
	0.057813922
	TSPYL1

	101. 
	hsa-miR-4540
	0.057813922
	ABLIM1

	102. 
	hsa-miR-1343-5p
	0.059435306
	COX15;IER5

	103. 
	hsa-miR-4713-5p
	0.061069528
	SSBP2;IER5

	104. 
	hsa-miR-558
	0.061069528
	IER5;ZFP36L2

	105. 
	hsa-miR-3160-3p
	0.061617722
	IER5;ZFP36L2

	106. 
	mmu-miR-3082-5p
	0.062167628
	TSPYL1;CD55

	107. 
	hsa-miR-939-5p
	0.062719237
	COX15;IER5

	108. 
	mmu-miR-199a-5p
	0.063605153
	CREM

	109. 
	hsa-miR-371a-3p
	0.063605153
	COX15

	110. 
	hsa-miR-4759
	0.063605153
	CREM

	111. 
	hsa-miR-942-5p
	0.063827527
	NFKBIA;CD55

	112. 
	hsa-miR-146a-5p
	0.063827527
	IFIT1;IFI44L

	113. 
	hsa-miR-34b-3p
	0.064384191
	IFI44L;CD55

	114. 
	hsa-miR-640
	0.064384191
	PLSCR1;TSPYL1

	115. 
	hsa-miR-99a-3p
	0.065527834
	WIPF1

	116. 
	hsa-miR-26a-5p
	0.066739559
	SSBP2;DCP1A;CD55

	117. 
	mmu-miR-669f-3p
	0.067192348
	NFKBIA;COX15

	118. 
	hsa-miR-513a-5p
	0.067192348
	ZFP36;TSPYL1

	119. 
	hsa-miR-3200-3p
	0.067446664
	CD55

	120. 
	mmu-miR-206-3p
	0.067446664
	MMD

	121. 
	hsa-miR-4722-3p
	0.06883519
	CREM;DCP1A;FDFT1

	122. 
	hsa-miR-144-3p
	0.068896797
	TSPYL1;ZFP36L2

	123. 
	hsa-miR-4256
	0.06936165
	IFI44L

	124. 
	mmu-miR-466q
	0.071191728
	CREM;S100PBP

	125. 
	mmu-miR-145a-5p
	0.0712728
	CREM

	126. 
	hsa-miR-411-5p
	0.071769392
	ABLIM1;SSBP2

	127. 
	hsa-miR-124-3p
	0.072400996
	RAD51AP1;WIPF1;ZFP36L2;IFI44L;CD55;PTGS1

	128. 
	hsa-miR-3651
	0.07318012
	PTGS1

	129. 
	hsa-miR-4487
	0.074680871
	IER5;ZFP36L2

	130. 
	hsa-miR-4750-3p
	0.075083618
	IFI44L

	131. 
	hsa-miR-3117-3p
	0.075083618
	CREM

	132. 
	hsa-miR-4288
	0.075083618
	PTGS1

	133. 
	mmu-miR-1927
	0.075083618
	DNAJB1

	134. 
	hsa-miR-4766-3p
	0.075083618
	ABLIM1

	135. 
	hsa-miR-6731-3p
	0.076983303
	PLSCR1

	136. 
	mmu-miR-509-5p
	0.076983303
	S100PBP

	137. 
	hsa-miR-6876-3p
	0.076983303
	PTGS1

	138. 
	hsa-miR-6881-3p
	0.077630189
	PLSCR1;RGS16

	139. 
	hsa-miR-708-3p
	0.07887918
	RAD51AP1

	140. 
	hsa-miR-3144-3p
	0.07887918
	CD55

	141. 
	hsa-miR-4659a-3p
	0.080616312
	MMD;IER5

	142. 
	hsa-miR-4659b-3p
	0.080616312
	MMD;IER5

	143. 
	hsa-miR-3150b-3p
	0.080616312
	PLSCR1;TSC22D1

	144. 
	hsa-miR-5002-3p
	0.080771259
	WIPF1

	145. 
	hsa-miR-632
	0.080771259
	PTGS1

	146. 
	hsa-miR-626
	0.080771259
	PTGS1

	147. 
	hsa-miR-4784
	0.081217864
	PLSCR1;TSC22D1

	148. 
	hsa-miR-1976
	0.082032097
	CREM;DCP1A;FDFT1

	149. 
	mmu-miR-15a-5p
	0.082032097
	ABLIM1;TSC22D1;MMD

	150. 
	hsa-miR-6069
	0.082659545
	TSPYL1

	151. 
	hsa-miR-6747-3p
	0.082795794
	CREM;DCP1A;FDFT1

	152. 
	hsa-miR-4649-3p
	0.083947216
	TSPYL1;SSBP2;IER5

	153. 
	mmu-miR-9-5p
	0.086271069
	WIPF1;MMD;ZFP36L2

	154. 
	hsa-miR-4278
	0.086424772
	CD55

	155. 
	hsa-miR-875-5p
	0.086424772
	CD55

	156. 
	mmu-miR-758-3p
	0.087310364
	TPX2;ZFP36L2

	157. 
	hsa-miR-4727-3p
	0.088301727
	CD9

	158. 
	hsa-miR-5704
	0.09017492
	PLSCR1

	159. 
	hsa-miR-92a-2-5p
	0.091030906
	ZFP36;IER5

	160. 
	hsa-miR-4460
	0.092044358
	CD9

	161. 
	mmu-miR-29a-3p
	0.092044358
	ZFP36

	162. 
	hsa-miR-100-5p
	0.092908808
	ABLIM1;TSC22D1

	163. 
	hsa-miR-4317
	0.093910048
	ZFP36

	164. 
	hsa-miR-597-5p
	0.095771998
	COX15

	165. 
	hsa-miR-6793-5p
	0.095771998
	ZFP36

	166. 
	hsa-miR-132-3p
	0.096064053
	PLSCR1;CD55

	167. 
	hsa-miR-99b-3p
	0.097630215
	WIPF1

	168. 
	hsa-miR-3169
	0.097630215
	CREM

	169. 
	hsa-miR-4781-5p
	0.097630215
	ZFP36L2

	170. 
	hsa-miR-6841-3p
	0.097630215
	MEIS1

	171. 
	hsa-miR-549a
	0.097630215
	COPB2

	172. 
	hsa-miR-764
	0.097972116
	PLSCR1;TSPYL1

	173. 
	hsa-miR-676-3p
	0.099484706
	RGS16

	174. 
	hsa-miR-628-5p
	0.099484706
	PLSCR1

	175. 
	hsa-miR-6759-3p
	0.099484706
	IFI44L

	176. 
	hsa-miR-6875-3p
	0.099891122
	MMD;IER5

	177. 
	hsa-miR-6845-3p
	0.10117644
	ABLIM1;IER5

	178. 
	hsa-miR-3162-5p
	0.101335479
	IER5

	179. 
	hsa-miR-4259
	0.101335479
	TSPYL1

	180. 
	hsa-miR-519e-3p
	0.101335479
	COX15

	181. 
	mmu-miR-467f
	0.102466475
	CREM;S100PBP

	182. 
	hsa-miR-8083
	0.10318254
	CREM

	183. 
	hsa-miR-4489
	0.10318254
	CD55

	184. 
	hsa-miR-4765
	0.10318254
	SOCS3

	185. 
	hsa-miR-515-3p
	0.10318254
	COX15

	186. 
	hsa-miR-6499-3p
	0.10474816
	TSPYL1;SSBP2;DCP1A;TXNDC15

	187. 
	hsa-miR-3173-5p
	0.105025898
	PTGS1

	188. 
	hsa-miR-371b-3p
	0.105025898
	COX15

	189. 
	hsa-miR-6838-3p
	0.105025898
	ABLIM1

	190. 
	hsa-miR-592
	0.105025898
	COX15

	191. 
	hsa-miR-6799-3p
	0.105025898
	PTGS1

	192. 
	mmu-miR-5098
	0.105025898
	CREM

	193. 
	hsa-miR-3677-5p
	0.105025898
	CD9

	194. 
	hsa-miR-33b-3p
	0.105025898
	COX15

	195. 
	hsa-miR-6087
	0.105060466
	TSPYL1;SSBP2

	196. 
	hsa-miR-5011-3p
	0.106865559
	SSBP2

	197. 
	hsa-miR-1249-5p
	0.107672637
	IER5;PTGS1

	198. 
	hsa-miR-146b-3p
	0.10870153
	PTGS1

	199. 
	hsa-miR-5581-3p
	0.10870153
	ABLIM1

	200. 
	hsa-miR-6824-3p
	0.10870153
	SSBP2

	201. 
	hsa-miR-4473
	0.10870153
	SOCS3

	202. 
	hsa-miR-6797-5p
	0.109643423
	IER5;PTGS1

	203. 
	hsa-miR-3934-5p
	0.110302535
	PLSCR1;TSPYL1

	204. 
	hsa-miR-6764-3p
	0.11053382
	SSBP2

	205. 
	hsa-miR-126-3p
	0.112362434
	NFKBIA

	206. 
	hsa-miR-6797-3p
	0.112362434
	SSBP2

	207. 
	hsa-miR-6790-3p
	0.113614157
	PLSCR1;TSPYL1

	208. 
	hsa-miR-6076
	0.11418738
	SSBP2

	209. 
	hsa-miR-2355-3p
	0.11418738
	RGS16

	210. 
	hsa-miR-26a-2-3p
	0.11418738
	PLSCR1

	211. 
	hsa-miR-508-3p
	0.11418738
	SOCS3

	212. 
	hsa-miR-2277-3p
	0.11418738
	IL4R

	213. 
	hsa-miR-4763-3p
	0.114279646
	ABLIM1;ZFP36

	214. 
	hsa-miR-145-3p
	0.116008666
	ZFP36L2

	215. 
	hsa-miR-556-5p
	0.116008666
	ABLIM1

	216. 
	hsa-miR-3164
	0.116008666
	PLSCR1

	217. 
	hsa-miR-7976
	0.116008666
	PTGS1

	218. 
	hsa-miR-6821-3p
	0.116282319
	PLSCR1;TSPYL1

	219. 
	hsa-miR-181d-5p
	0.116951923
	RGS16;ZFP36L2

	220. 
	hsa-miR-1207-5p
	0.117622539
	ABLIM1;ZFP36

	221. 
	hsa-miR-6820-3p
	0.117826298
	PLSCR1

	222. 
	hsa-miR-181c-5p
	0.11896678
	RGS16;ZFP36L2

	223. 
	hsa-miR-4752
	0.119640284
	CD55

	224. 
	hsa-miR-4722-5p
	0.12111387
	MEIS1;TSPYL1;SSBP2

	225. 
	hsa-miR-499b-3p
	0.121450631
	ABLIM1

	226. 
	hsa-miR-4312
	0.121450631
	CREM

	227. 
	hsa-miR-8065
	0.121450631
	TSPYL1

	228. 
	hsa-miR-5585-5p
	0.121450631
	IER5

	229. 
	hsa-miR-6806-3p
	0.121450631
	TSPYL1

	230. 
	hsa-miR-3928-5p
	0.121450631
	TSPYL1

	231. 
	hsa-miR-532-5p
	0.123257345
	CD55

	232. 
	hsa-miR-569
	0.123257345
	ZFP36

	233. 
	hsa-miR-3908
	0.125060435
	ABLIM1

	234. 
	hsa-miR-4450
	0.125060435
	RGS16

	235. 
	hsa-miR-301b-5p
	0.125060435
	IFI44L

	236. 
	hsa-miR-3938
	0.125060435
	CD55

	237. 
	hsa-miR-1208
	0.126859907
	DCP1A

	238. 
	hsa-miR-4704-3p
	0.126859907
	ZFP36L2

	239. 
	hsa-miR-4275
	0.126859907
	IER5

	240. 
	hsa-miR-15b-3p
	0.126859907
	IFI44L

	241. 
	hsa-miR-877-3p
	0.126992061
	COPB2;TSPYL1;RGS16

	242. 
	hsa-miR-619-3p
	0.128655767
	SSBP2

	243. 
	hsa-miR-3656
	0.128655767
	SSBP2

	244. 
	hsa-miR-499a-3p
	0.128655767
	ABLIM1

	245. 
	hsa-miR-101-5p
	0.128655767
	COPB2

	246. 
	hsa-miR-4646-3p
	0.128655767
	RGS16

	247. 
	hsa-miR-4666b
	0.130448024
	SSBP2

	248. 
	hsa-miR-5706
	0.130448024
	ZFP36

	249. 
	hsa-miR-301a-5p
	0.130448024
	IFI44L

	250. 
	hsa-miR-921
	0.130448024
	ZFP36L2

	251. 
	hsa-miR-4782-5p
	0.130448024
	ZFP36

	252. 
	hsa-miR-3139
	0.130448024
	TSC22D1

	253. 
	hsa-miR-6813-3p
	0.130448024
	CD55

	254. 
	hsa-miR-203a-3p
	0.130547732
	SOCS3;IFIT1

	255. 
	hsa-miR-627-3p
	0.131237209
	PLSCR1;CD55

	256. 
	hsa-miR-512-3p
	0.131927563
	SOCS3;ABLIM1

	257. 
	hsa-miR-942-3p
	0.132236685
	ZFP36L2

	258. 
	hsa-miR-125a-3p
	0.132618786
	PLSCR1;TSPYL1

	259. 
	hsa-miR-6126
	0.134021755
	ZFP36

	260. 
	hsa-miR-376a-5p
	0.134021755
	COPB2

	261. 
	hsa-miR-129-5p
	0.134368656
	PLSCR1;RGS16;DCP1A

	262. 
	hsa-miR-4537
	0.13469761
	TSPYL1;SSBP2

	263. 
	hsa-miR-4503
	0.135803243
	TSPYL1

	264. 
	hsa-miR-4645-3p
	0.135803243
	CD55

	265. 
	hsa-miR-4760-3p
	0.135803243
	CD55

	266. 
	hsa-miR-26a-1-3p
	0.135803243
	PLSCR1

	267. 
	hsa-miR-5586-5p
	0.135803243
	TSPYL1

	268. 
	hsa-miR-8055
	0.136784039
	PLSCR1;DCP1A

	269. 
	hsa-miR-4753-3p
	0.136784039
	PLSCR1;CD55

	270. 
	hsa-miR-4326
	0.137581155
	PLSCR1

	271. 
	hsa-miR-4721
	0.137581155
	PTGS1

	272. 
	hsa-miR-6809-3p
	0.138877907
	IFI44L;CD55

	273. 
	hsa-miR-6884-3p
	0.139355499
	CD55

	274. 
	hsa-miR-6748-3p
	0.139355499
	MEIS1

	275. 
	hsa-miR-8070
	0.139355499
	COPB2

	276. 
	hsa-miR-6817-3p
	0.140277871
	PLSCR1;IFI44L

	277. 
	hsa-miR-5701
	0.141126281
	PLSCR1

	278. 
	hsa-miR-518c-5p
	0.141126281
	SSBP2

	279. 
	hsa-miR-4741
	0.141126281
	PTGS1

	280. 
	hsa-miR-2054
	0.142893508
	IFIT1

	281. 
	hsa-miR-4675
	0.142893508
	PTGS1

	282. 
	hsa-miR-3918
	0.142893508
	ABLIM1

	283. 
	hsa-miR-7849-3p
	0.144657188
	FDFT1

	284. 
	hsa-miR-4778-5p
	0.144657188
	ZFP36L2

	285. 
	hsa-miR-6852-3p
	0.144657188
	RGS16

	286. 
	hsa-miR-6516-5p
	0.146192164
	TSPYL1;SSBP2;TXNDC15

	287. 
	hsa-miR-874-3p
	0.146417326
	PTGS1

	288. 
	hsa-miR-4493
	0.146417326
	ZFP36

	289. 
	hsa-miR-380-3p
	0.146417326
	IFIT1

	290. 
	hsa-miR-610
	0.146417326
	ABLIM1

	291. 
	hsa-miR-6864-5p
	0.148173931
	COX15

	292. 
	hsa-miR-7108-3p
	0.148173931
	SSBP2

	293. 
	hsa-miR-15a-3p
	0.149927009
	PLSCR1

	294. 
	hsa-miR-3942-5p
	0.149927009
	ABLIM1

	295. 
	hsa-miR-3688-5p
	0.149927009
	CD9

	296. 
	mmu-miR-34b-5p
	0.150164156
	ABLIM1;TSPYL1

	297. 
	hsa-miR-6760-3p
	0.151676567
	DCP1A

	298. 
	hsa-miR-3152-5p
	0.151676567
	ZFP36

	299. 
	hsa-miR-3909
	0.153422612
	RGS16

	300. 
	hsa-miR-4703-5p
	0.153422612
	ABLIM1

	301. 
	hsa-miR-4717-5p
	0.153422612
	PLSCR1

	302. 
	hsa-miR-340-5p
	0.153729735
	SOCS3;CD55

	303. 
	hsa-miR-6893-5p
	0.153938868
	TSPYL1;SSBP2;FDFT1

	304. 
	mmu-miR-297a-5p
	0.154444931
	COX15;SSBP2

	305. 
	hsa-miR-130b-5p
	0.155160808
	PLSCR1;CD55

	306. 
	hsa-miR-6072
	0.15516515
	ABLIM1

	307. 
	hsa-miR-4470
	0.15516515
	CD9

	308. 
	hsa-miR-6808-5p
	0.15540626
	TSPYL1;SSBP2;FDFT1

	309. 
	hsa-miR-6854-5p
	0.156904189
	TSPYL1

	310. 
	hsa-miR-7153-5p
	0.156904189
	PTGS1

	311. 
	hsa-miR-6895-5p
	0.156904189
	ABLIM1

	312. 
	hsa-miR-6891-3p
	0.156904189
	ABLIM1

	313. 
	hsa-miR-516b-5p
	0.158639735
	ZFP36

	314. 
	hsa-miR-4446-3p
	0.158639735
	PTGS1

	315. 
	hsa-miR-1295b-3p
	0.158639735
	PLSCR1

	316. 
	hsa-miR-4319
	0.158639735
	PTGS1

	317. 
	hsa-miR-7110-3p
	0.158750207
	PLSCR1;IFI44L

	318. 
	hsa-miR-18a-3p
	0.160911657
	PLSCR1;PTGS1

	319. 
	hsa-miR-3921
	0.162100378
	IFI44L

	320. 
	hsa-miR-6778-3p
	0.162811076
	ZFP36;DCP1A;FDFT1

	321. 
	hsa-miR-4653-5p
	0.163825488
	IFI44L

	322. 
	hsa-miR-493-3p
	0.165547132
	SSBP2

	323. 
	hsa-miR-548ao-5p
	0.165547132
	IER5

	324. 
	hsa-miR-1288-5p
	0.165547132
	PLSCR1

	325. 
	hsa-miR-5700
	0.168980052
	ZFP36

	326. 
	hsa-miR-4425
	0.168980052
	TSPYL1

	327. 
	hsa-miR-6780b-3p
	0.168980052
	MEIS1

	328. 
	hsa-miR-548ax
	0.168980052
	IER5

	329. 
	hsa-miR-664a-3p
	0.170691341
	CD55

	330. 
	hsa-miR-6833-5p
	0.170691341
	CD55

	331. 
	hsa-miR-1224-5p
	0.170691341
	PLSCR1

	332. 
	hsa-miR-4742-5p
	0.170691341
	FDFT1

	333. 
	hsa-miR-495-5p
	0.172399192
	TSPYL1

	334. 
	hsa-miR-506-5p
	0.172399192
	PLSCR1

	335. 
	hsa-miR-516b-3p
	0.172399192
	ZFP36L2

	336. 
	hsa-miR-7162-5p
	0.172399192
	ZFP36L2

	337. 
	hsa-miR-221-3p
	0.173994557
	SOCS3;ABLIM1

	338. 
	hsa-miR-6830-3p
	0.174103612
	IER5

	339. 
	hsa-miR-4276
	0.174103612
	ABLIM1

	340. 
	hsa-miR-586
	0.174103612
	ZFP36

	341. 
	hsa-miR-516a-3p
	0.175804607
	ZFP36L2

	342. 
	hsa-miR-3191-5p
	0.175804607
	SSBP2

	343. 
	hsa-miR-5189-3p
	0.175804607
	CD55

	344. 
	hsa-miR-4799-5p
	0.175804607
	CD55

	345. 
	hsa-miR-8084
	0.175804607
	CD9

	346. 
	hsa-miR-548m
	0.177502183
	CD55

	347. 
	hsa-miR-6073
	0.177502183
	ZFP36L2

	348. 
	hsa-miR-940
	0.177941278
	TSPYL1;SSBP2;FDFT1

	349. 
	hsa-miR-181b-5p
	0.178395625
	RGS16;ZFP36L2

	350. 
	hsa-miR-4735-3p
	0.179196349
	RAD51AP1

	351. 
	hsa-miR-892c-5p
	0.179196349
	PLSCR1

	352. 
	hsa-miR-660-3p
	0.179866749
	ABLIM1;SSBP2

	353. 
	hsa-miR-26b-5p
	0.180984444
	MMD;SSBP2;DCP1A;IER5;CD55;FDFT1

	354. 
	hsa-miR-6765-5p
	0.182574472
	SOCS3

	355. 
	hsa-miR-7845-5p
	0.182574472
	IER5

	356. 
	hsa-miR-8066
	0.182574472
	COPB2

	357. 
	hsa-miR-6128
	0.182574472
	SSBP2

	358. 
	hsa-miR-6825-5p
	0.18355315
	TSPYL1;IER5

	359. 
	hsa-miR-4257
	0.18355315
	TXNDC15;IER5

	360. 
	hsa-let-7f-2-3p
	0.184258444
	COPB2

	361. 
	hsa-miR-455-5p
	0.184258444
	SOCS3

	362. 
	hsa-miR-448
	0.184258444
	COX15

	363. 
	hsa-miR-1825
	0.184258444
	TSC22D1

	364. 
	hsa-miR-6732-5p
	0.184258444
	CD55

	365. 
	hsa-miR-16-1-3p
	0.18593903
	TSPYL1

	366. 
	hsa-miR-140-5p
	0.18593903
	MMD

	367. 
	hsa-miR-378a-5p
	0.186510785
	PLSCR1;TSPYL1

	368. 
	hsa-miR-6848-5p
	0.187616239
	CD55

	369. 
	hsa-miR-4792
	0.187616239
	COX15

	370. 
	hsa-miR-6846-5p
	0.187616239
	CD55

	371. 
	hsa-miR-6857-5p
	0.189290076
	RGS16

	372. 
	hsa-miR-6805-5p
	0.189290076
	CD55

	373. 
	hsa-miR-6873-3p
	0.190217964
	PLSCR1;IFI44L

	374. 
	hsa-miR-590-3p
	0.190217964
	TSC22D1;SSBP2

	375. 
	hsa-miR-34a-5p
	0.190327512
	ABLIM1;SSBP2;IER5

	376. 
	hsa-miR-1286
	0.190960549
	MEIS1

	377. 
	hsa-miR-4667-5p
	0.190960549
	TSPYL1

	378. 
	hsa-miR-520f-3p
	0.190960549
	SOCS3

	379. 
	hsa-miR-6792-5p
	0.190960549
	TSPYL1

	380. 
	hsa-miR-708-5p
	0.192627663
	TSC22D1

	381. 
	hsa-miR-6827-5p
	0.192627663
	COX15

	382. 
	hsa-miR-9-3p
	0.194291425
	TSC22D1

	383. 
	hsa-miR-139-3p
	0.194291425
	SSBP2

	384. 
	hsa-miR-511-5p
	0.194291425
	IER5

	385. 
	hsa-miR-28-5p
	0.194291425
	TSC22D1

	386. 
	hsa-miR-3691-3p
	0.194291425
	IER5

	387. 
	hsa-let-7f-5p
	0.195425867
	CCNB2;SOCS3

	388. 
	hsa-miR-6811-5p
	0.195951843
	MEIS1

	389. 
	hsa-miR-4700-5p
	0.195951843
	TSPYL1

	390. 
	hsa-miR-4666a-3p
	0.197608922
	COPB2

	391. 
	hsa-miR-3174
	0.197608922
	ZFP36L2

	392. 
	mmu-miR-297c-5p
	0.197608922
	COX15

	393. 
	hsa-miR-6511b-5p
	0.197608922
	MEIS1

	394. 
	hsa-miR-6758-3p
	0.199262668
	ABLIM1

	395. 
	hsa-miR-320c
	0.199262668
	TSPYL1

	396. 
	hsa-miR-4443
	0.199262668
	SSBP2

	397. 
	mmu-miR-297b-5p
	0.199262668
	COX15

	398. 
	hsa-miR-4683
	0.199262668
	SSBP2

	399. 
	hsa-miR-3674
	0.199262668
	ZFP36L2

	400. 
	mmu-miR-1198-5p
	0.20091309
	COX15

	401. 
	hsa-miR-4776-3p
	0.20091309
	CD55

	402. 
	hsa-miR-875-3p
	0.20091309
	SSBP2

	403. 
	hsa-miR-331-3p
	0.201401399
	ABLIM1;IL4R

	404. 
	hsa-miR-6875-5p
	0.202560192
	IER5

	405. 
	hsa-miR-3126-5p
	0.202560192
	IER5

	406. 
	hsa-miR-676-5p
	0.202560192
	IER5

	407. 
	hsa-miR-8089
	0.202560192
	TSPYL1

	408. 
	hsa-miR-197-3p
	0.203648274
	TSPYL1;RGS16

	409. 
	hsa-miR-382-5p
	0.204203983
	TSPYL1

	410. 
	mmu-miR-149-5p
	0.20439793
	ABLIM1;SSBP2

	411. 
	hsa-let-7f-1-3p
	0.209115543
	COPB2

	412. 
	hsa-miR-98-3p
	0.209115543
	COPB2

	413. 
	hsa-let-7b-3p
	0.212373474
	COPB2

	414. 
	hsa-miR-18b-5p
	0.212373474
	RAD51AP1

	415. 
	hsa-miR-146a-3p
	0.212373474
	IFI44L

	416. 
	hsa-miR-1185-1-3p
	0.213997525
	COPB2

	417. 
	hsa-miR-455-3p
	0.214677372
	TSPYL1;SSBP2;TXNDC15

	418. 
	hsa-miR-3612
	0.214926975
	SSBP2;IER5

	419. 
	hsa-miR-5589-3p
	0.21561831
	ZFP36L2

	420. 
	hsa-miR-300
	0.21561831
	COPB2

	421. 
	hsa-miR-548o-3p
	0.21561831
	DCP1A

	422. 
	mmu-miR-466f-3p
	0.217190765
	CREM;S100PBP

	423. 
	hsa-miR-650
	0.217190765
	SSBP2;IER5

	424. 
	hsa-miR-7152-5p
	0.217235833
	MEIS1

	425. 
	hsa-miR-1323
	0.218850102
	DCP1A

	426. 
	hsa-miR-6798-5p
	0.218850102
	ZFP36

	427. 
	hsa-miR-6827-3p
	0.218850102
	IER5

	428. 
	mmu-miR-511-3p
	0.218850102
	COX15

	429. 
	hsa-miR-1185-2-3p
	0.218850102
	COPB2

	430. 
	hsa-miR-206
	0.222068903
	ACTL6A

	431. 
	hsa-miR-944
	0.222068903
	S100PBP

	432. 
	hsa-miR-330-5p
	0.223673447
	SSBP2

	433. 
	hsa-let-7a-3p
	0.223673447
	COPB2

	434. 
	mmu-miR-124-3p
	0.223996195
	MMD;SSBP2

	435. 
	mmu-miR-466l-3p
	0.225274762
	NFKBIA

	436. 
	mmu-miR-669m-3p
	0.225274762
	NFKBIA

	437. 
	hsa-miR-655-5p
	0.225274762
	IER5

	438. 
	hsa-miR-548at-5p
	0.225274762
	RAD51AP1

	439. 
	hsa-miR-4740-3p
	0.226872855
	FDFT1

	440. 
	hsa-miR-192-3p
	0.228467731
	CD55

	441. 
	hsa-miR-6752-3p
	0.228467731
	ZFP36L2

	442. 
	hsa-miR-3123
	0.228467731
	TSPYL1

	443. 
	hsa-miR-302a-5p
	0.228467731
	MMD

	444. 
	hsa-miR-2467-3p
	0.228543766
	TXNDC15;IER5

	445. 
	mmu-miR-466n-3p
	0.230059398
	NFKBIA

	446. 
	hsa-miR-4481
	0.230059398
	ZFP36

	447. 
	hsa-miR-4745-5p
	0.23164786
	ZFP36

	448. 
	hsa-miR-6836-5p
	0.23164786
	ABLIM1

	449. 
	hsa-miR-6515-5p
	0.23164786
	PTGS1

	450. 
	hsa-miR-550b-2-5p
	0.23164786
	SSBP2

	451. 
	hsa-miR-6132
	0.23164786
	ABLIM1

	452. 
	hsa-miR-3165
	0.233233126
	SSBP2

	453. 
	hsa-miR-4762-5p
	0.233233126
	PLSCR1

	454. 
	hsa-miR-4676-5p
	0.2348152
	COX15

	455. 
	hsa-miR-1913
	0.2348152
	PTGS1

	456. 
	hsa-miR-3915
	0.2348152
	PLSCR1

	457. 
	hsa-miR-575
	0.2348152
	COX15

	458. 
	hsa-miR-500a-3p
	0.2379698
	TXNDC15

	459. 
	hsa-miR-340-3p
	0.2379698
	IER5

	460. 
	hsa-miR-6883-5p
	0.238044005
	TSPYL1;SSBP2;IER5

	461. 
	hsa-miR-6785-5p
	0.238044005
	TSPYL1;SSBP2;IER5

	462. 
	hsa-miR-4794
	0.239542338
	SSBP2

	463. 
	hsa-miR-664a-5p
	0.239542338
	SSBP2

	464. 
	hsa-miR-99a-5p
	0.239542338
	PLSCR1

	465. 
	hsa-miR-1238-3p
	0.241111711
	CD55

	466. 
	hsa-miR-505-5p
	0.241111711
	COX15

	467. 
	mmu-miR-1187
	0.241111711
	COX15

	468. 
	mmu-miR-466e-5p
	0.241111711
	COX15

	469. 
	mmu-miR-466p-5p
	0.241111711
	COX15

	470. 
	hsa-miR-605-3p
	0.241111711
	ZFP36

	471. 
	mmu-miR-466a-5p
	0.241111711
	COX15

	472. 
	hsa-miR-4696
	0.242677923
	SSBP2

	473. 
	hsa-miR-149-3p
	0.242996289
	TSPYL1;SSBP2;IER5

	474. 
	hsa-miR-1827
	0.243547719
	TSPYL1;SSBP2;IER5

	475. 
	hsa-miR-1292-3p
	0.244240982
	TSPYL1

	476. 
	hsa-miR-4728-5p
	0.245203382
	TSPYL1;SSBP2;IER5

	477. 
	hsa-miR-10a-5p
	0.245275941
	DNAJB1;PLSCR1

	478. 
	hsa-miR-7641
	0.245800893
	PLSCR1

	479. 
	hsa-miR-6715b-5p
	0.245800893
	FDFT1

	480. 
	hsa-miR-580-3p
	0.247357663
	TSPYL1

	481. 
	hsa-miR-4269
	0.247357663
	FDFT1

	482. 
	hsa-miR-494-3p
	0.247357663
	RGS16

	483. 
	hsa-miR-4756-3p
	0.247357663
	TSPYL1

	484. 
	hsa-miR-4477a
	0.25
	

	485. 
	hsa-miR-561-3p
	0.250461803
	SOCS3

	486. 
	hsa-miR-3121-3p
	0.252009185
	RAD51AP1

	487. 
	hsa-miR-7703
	0.253553451
	PLSCR1

	488. 
	hsa-miR-375
	0.253667195
	RGS16;SSBP2

	489. 
	mmu-miR-139-5p
	0.254430623
	IFIT1;ZFP36L2

	490. 
	hsa-miR-4680-5p
	0.255094607
	TSPYL1

	491. 
	hsa-miR-4532
	0.25816761
	PLSCR1

	492. 
	hsa-miR-2681-5p
	0.25816761
	DCP1A

	493. 
	hsa-miR-3154
	0.261228244
	FDFT1

	494. 
	hsa-miR-6828-5p
	0.261228244
	TSPYL1

	495. 
	hsa-miR-7160-5p
	0.262753938
	TXNDC15

	496. 
	hsa-miR-196b-5p
	0.262833014
	TSPYL1;SSBP2

	497. 
	hsa-miR-451b
	0.265796109
	MEIS1

	498. 
	hsa-miR-6793-3p
	0.265796109
	SSBP2

	499. 
	hsa-miR-4279
	0.267312598
	ZFP36L2

	500. 
	hsa-miR-7854-3p
	0.267418729
	DCP1A;FDFT1

	501. 
	hsa-miR-4525
	0.268826032
	SSBP2

	502. 
	hsa-miR-7515
	0.270336415
	ZFP36

	503. 
	hsa-miR-4419b
	0.270336415
	COX15

	504. 
	hsa-miR-3929
	0.270476427
	TSPYL1;SSBP2

	505. 
	hsa-miR-4478
	0.271240891
	TSPYL1;SSBP2

	506. 
	hsa-miR-5010-5p
	0.271240891
	TSPYL1;SSBP2

	507. 
	hsa-miR-4710
	0.271843754
	ZFP36

	508. 
	hsa-miR-4325
	0.271843754
	COX15

	509. 
	hsa-miR-23b-5p
	0.271843754
	RGS16

	510. 
	hsa-miR-1267
	0.273348056
	SSBP2

	511. 
	hsa-miR-23a-5p
	0.273348056
	PLSCR1

	512. 
	hsa-miR-3650
	0.273348056
	SSBP2

	513. 
	hsa-miR-3120-5p
	0.273348056
	DCP1A

	514. 
	hsa-miR-3190-3p
	0.274849325
	PTGS1

	515. 
	hsa-miR-431-5p
	0.274849325
	CD55

	516. 
	hsa-miR-2116-3p
	0.276347568
	PLSCR1

	517. 
	hsa-miR-4267
	0.276347568
	IER5

	518. 
	hsa-miR-671-5p
	0.276347568
	COX15

	519. 
	hsa-miR-7158-3p
	0.276347568
	ZFP36L2

	520. 
	hsa-miR-527
	0.276347568
	PLSCR1

	521. 
	hsa-miR-152-3p
	0.276347568
	RGS16

	522. 
	hsa-miR-302c-3p
	0.27784279
	ABLIM1

	523. 
	hsa-miR-8057
	0.278885536
	SOCS3;ABLIM1

	524. 
	hsa-miR-136-5p
	0.280824199
	DCP1A

	525. 
	hsa-miR-518a-5p
	0.280824199
	CD55

	526. 
	hsa-miR-3919
	0.280824199
	RGS16

	527. 
	hsa-miR-1275
	0.282310397
	TSPYL1

	528. 
	hsa-miR-5582-5p
	0.282310397
	ZFP36

	529. 
	hsa-miR-4665-5p
	0.283793598
	IER5

	530. 
	hsa-miR-367-5p
	0.283793598
	ZFP36

	531. 
	hsa-miR-6736-5p
	0.283793598
	PLSCR1

	532. 
	hsa-miR-4701-3p
	0.285273809
	SSBP2

	533. 
	hsa-let-7c-5p
	0.285273809
	SSBP2

	534. 
	hsa-miR-25-3p
	0.285763955
	CCNB2;CREM

	535. 
	hsa-miR-6794-5p
	0.28652802
	ACTL6A;TXNDC15

	536. 
	hsa-miR-298
	0.286751034
	CD55

	537. 
	hsa-miR-1262
	0.288225281
	CD9

	538. 
	hsa-miR-6512-3p
	0.288225281
	SSBP2

	539. 
	hsa-miR-3185
	0.289583733
	TSPYL1;SSBP2

	540. 
	hsa-miR-4716-3p
	0.289696555
	TSPYL1

	541. 
	hsa-miR-6720-5p
	0.289696555
	CD55

	542. 
	mmu-miR-5101
	0.29034751
	TSPYL1;SSBP2

	543. 
	hsa-miR-510-3p
	0.291164862
	CD55

	544. 
	mmu-miR-466e-3p
	0.291164862
	COPB2

	545. 
	hsa-miR-1-3p
	0.291164862
	NFKBIA

	546. 
	mmu-miR-297b-3p
	0.291669586
	DNAJB1;MMD;IFIT1

	547. 
	mmu-miR-466d-3p
	0.294092597
	NFKBIA

	548. 
	hsa-miR-6878-3p
	0.294092597
	NFKBIA

	549. 
	mmu-miR-466a-3p
	0.294092597
	PLSCR1

	550. 
	hsa-miR-5688
	0.295552038
	NFKBIA

	551. 
	hsa-miR-6744-3p
	0.295552038
	CD9

	552. 
	hsa-miR-4757-5p
	0.297008534
	PLSCR1

	553. 
	hsa-miR-4770
	0.297008534
	PLSCR1

	554. 
	hsa-miR-4668-3p
	0.298462092
	IER5

	555. 
	mmu-miR-467g
	0.298462092
	MEIS1

	556. 
	hsa-miR-5697
	0.298462092
	NFKBIA

	557. 
	hsa-miR-491-5p
	0.298462092
	CD55

	558. 
	hsa-miR-6088
	0.298462092
	IER5

	559. 
	hsa-miR-4324
	0.298462092
	IER5

	560. 
	hsa-miR-203b-3p
	0.298462092
	PTGS1

	561. 
	hsa-miR-17-3p
	0.298462092
	PLSCR1

	562. 
	hsa-miR-3149
	0.299912718
	ZFP36

	563. 
	hsa-miR-30e-3p
	0.299912718
	SSBP2

	564. 
	hsa-miR-3150a-3p
	0.301360417
	NFKBIA

	565. 
	hsa-miR-4778-3p
	0.302805196
	IER5

	566. 
	hsa-miR-6763-5p
	0.302805196
	MMD

	567. 
	hsa-miR-4692
	0.302805196
	IER5

	568. 
	hsa-miR-4514
	0.304247059
	FDFT1

	569. 
	hsa-miR-4447
	0.307122064
	FDFT1

	570. 
	hsa-miR-4472
	0.308555216
	ZFP36

	571. 
	hsa-miR-33a-5p
	0.308555216
	ZFP36

	572. 
	hsa-miR-4735-5p
	0.308555216
	IER5

	573. 
	hsa-miR-6124
	0.309985477
	SSBP2

	574. 
	hsa-miR-205-5p
	0.311412851
	CD55

	575. 
	mmu-miR-1192
	0.311412851
	MMD

	576. 
	hsa-miR-6756-3p
	0.311412851
	COX15

	577. 
	hsa-miR-181a-5p
	0.312837344
	ZFP36L2

	578. 
	mmu-miR-495-3p
	0.31321746
	RGS16;ZFP36L2

	579. 
	hsa-miR-2355-5p
	0.317093595
	COX15

	580. 
	hsa-miR-3184-5p
	0.317093595
	ZFP36L2

	581. 
	hsa-miR-759
	0.317093595
	TSPYL1

	582. 
	hsa-miR-4485-5p
	0.318506621
	SOCS3

	583. 
	hsa-miR-519e-5p
	0.318506621
	SSBP2

	584. 
	hsa-miR-6868-3p
	0.318506621
	CD55

	585. 
	hsa-miR-767-5p
	0.318506621
	IFIT1

	586. 
	hsa-miR-6745
	0.319916795
	TXNDC15

	587. 
	hsa-miR-515-5p
	0.321324122
	SSBP2

	588. 
	hsa-miR-6780a-3p
	0.322728608
	CD55

	589. 
	hsa-miR-6776-5p
	0.322728608
	PLSCR1

	590. 
	hsa-miR-363-5p
	0.324130257
	SSBP2

	591. 
	mmu-miR-5135
	0.325529077
	SSBP2

	592. 
	hsa-miR-760
	0.32970861
	TSPYL1

	593. 
	hsa-miR-1305
	0.32970861
	FDFT1

	594. 
	hsa-miR-4311
	0.331096164
	IER5

	595. 
	hsa-miR-670-3p
	0.332480916
	MEIS1

	596. 
	hsa-miR-629-3p
	0.333862871
	CD55

	597. 
	hsa-miR-4476
	0.333862871
	SSBP2

	598. 
	hsa-miR-6876-5p
	0.335242035
	TSPYL1

	599. 
	hsa-miR-1306-5p
	0.335242035
	TSPYL1

	600. 
	hsa-miR-7851-3p
	0.336618413
	ABLIM1

	601. 
	hsa-miR-9500
	0.336618413
	SSBP2

	602. 
	hsa-miR-486-3p
	0.340730885
	ZFP36

	603. 
	hsa-miR-544b
	0.340730885
	IER5

	604. 
	hsa-miR-7113-3p
	0.342096174
	IER5

	605. 
	hsa-miR-219b-3p
	0.343458704
	ZFP36L2

	606. 
	hsa-miR-1250-3p
	0.344818482
	SSBP2

	607. 
	hsa-miR-6867-3p
	0.347529798
	IFIT1

	608. 
	hsa-miR-25-5p
	0.350230167
	SSBP2

	609. 
	hsa-miR-539-5p
	0.350230167
	SSBP2

	610. 
	hsa-miR-6836-3p
	0.350230167
	TSPYL1

	611. 
	hsa-miR-6769b-3p
	0.35157626
	ZFP36

	612. 
	hsa-miR-4723-3p
	0.35157626
	PLSCR1

	613. 
	hsa-miR-1227-3p
	0.352919632
	PLSCR1

	614. 
	hsa-miR-5590-3p
	0.352919632
	SSBP2

	615. 
	hsa-miR-3183
	0.352919632
	CD55

	616. 
	hsa-miR-148a-3p
	0.352919632
	PLSCR1

	617. 
	mmu-miR-804
	0.355598234
	ABLIM1

	618. 
	hsa-miR-4797-5p
	0.356933476
	TSPYL1

	619. 
	hsa-miR-200c-3p
	0.356933476
	SOCS3

	620. 
	hsa-miR-122-5p
	0.356933476
	WIPF1

	621. 
	hsa-miR-21-5p
	0.357000702
	DNAJB1;ABLIM1

	622. 
	hsa-miR-3663-5p
	0.357748551
	MEIS1;DCP1A

	623. 
	hsa-miR-7111-3p
	0.360923026
	TSPYL1

	624. 
	hsa-miR-532-3p
	0.362247502
	PLSCR1

	625. 
	hsa-miR-1277-5p
	0.364888425
	IER5

	626. 
	hsa-miR-6783-3p
	0.367444328
	ZFP36L2;CD55

	627. 
	hsa-miR-1343-3p
	0.368829816
	SSBP2

	628. 
	hsa-miR-3667-3p
	0.368829816
	SSBP2

	629. 
	hsa-miR-140-3p
	0.370138303
	MEIS1

	630. 
	hsa-miR-651-3p
	0.370138303
	FDFT1

	631. 
	hsa-miR-6843-3p
	0.371444142
	CD55

	632. 
	hsa-miR-6848-3p
	0.371444142
	TSPYL1

	633. 
	hsa-miR-588
	0.371444142
	TSPYL1

	634. 
	hsa-miR-142-5p
	0.371444142
	TSPYL1

	635. 
	hsa-miR-6131
	0.371444142
	CD55

	636. 
	hsa-miR-625-5p
	0.37274734
	TSPYL1

	637. 
	hsa-miR-5690
	0.374047903
	ZFP36

	638. 
	hsa-miR-1226-3p
	0.374047903
	TSPYL1

	639. 
	hsa-miR-6760-5p
	0.374047903
	ABLIM1

	640. 
	hsa-miR-6852-5p
	0.374047903
	IER5

	641. 
	hsa-miR-143-3p
	0.375345834
	SSBP2

	642. 
	hsa-miR-423-3p
	0.375345834
	IER5

	643. 
	hsa-miR-4533
	0.376641139
	ALAS1

	644. 
	hsa-miR-4691-5p
	0.377933824
	ABLIM1

	645. 
	hsa-miR-4284
	0.379223893
	ZFP36L2

	646. 
	hsa-miR-6792-3p
	0.38004487
	DCP1A;IER5

	647. 
	hsa-miR-3187-3p
	0.380511352
	ZFP36L2

	648. 
	hsa-miR-6721-5p
	0.381796205
	TSPYL1

	649. 
	hsa-miR-421
	0.384358118
	ZFP36

	650. 
	hsa-miR-4768-3p
	0.384358118
	ZFP36L2

	651. 
	hsa-miR-623
	0.387412126
	TSPYL1;SSBP2

	652. 
	hsa-miR-216a-3p
	0.391981865
	MEIS1

	653. 
	hsa-miR-3681-3p
	0.394502587
	TSPYL1

	654. 
	hsa-miR-7977
	0.394502587
	TSPYL1

	655. 
	hsa-miR-3148
	0.395475275
	IER5;CD55

	656. 
	hsa-miR-16-5p
	0.395759121
	CD55

	657. 
	hsa-miR-4701-5p
	0.39638951
	DNAJB1;SOCS3;WIPF1;CD55

	658. 
	hsa-miR-4435
	0.397013111
	TSPYL1

	659. 
	hsa-miR-153-5p
	0.398264562
	TSPYL1

	660. 
	hsa-miR-410-3p
	0.400759867
	RGS16

	661. 
	hsa-miR-6856-5p
	0.403245076
	CD55

	662. 
	hsa-miR-6771-3p
	0.406954046
	TSC22D1

	663. 
	hsa-miR-4723-5p
	0.406954046
	IER5

	664. 
	hsa-miR-4789-5p
	0.406954046
	ZFP36

	665. 
	hsa-miR-6870-5p
	0.406954046
	COPB2

	666. 
	hsa-miR-7111-5p
	0.409414188
	ZFP36

	667. 
	hsa-miR-6758-5p
	0.413085742
	ZFP36

	668. 
	mmu-miR-362-5p
	0.414304638
	TSC22D1

	669. 
	hsa-miR-29a-3p
	0.419155572
	MMD

	670. 
	hsa-miR-873-5p
	0.420362167
	ZFP36

	671. 
	hsa-miR-548aw
	0.421566317
	MEIS1

	672. 
	hsa-miR-125a-5p
	0.422768027
	RGS16

	673. 
	hsa-miR-6832-5p
	0.425164143
	PTGS1

	674. 
	hsa-miR-548t-5p
	0.426358559
	SSBP2

	675. 
	hsa-miR-548az-5p
	0.426358559
	CD55

	676. 
	hsa-miR-3202
	0.426358559
	CD55

	677. 
	hsa-miR-92b-3p
	0.427550554
	ABLIM1

	678. 
	mmu-miR-1199-5p
	0.429397702
	TSPYL1;TXNDC15

	679. 
	hsa-miR-1260b
	0.431112059
	TSPYL1

	680. 
	hsa-miR-6077
	0.431112059
	TSPYL1

	681. 
	hsa-miR-3192-5p
	0.435827121
	ZFP36

	682. 
	hsa-miR-6849-3p
	0.435827121
	SSBP2

	683. 
	mmu-miR-136-5p
	0.443548722
	TSPYL1;SSBP2

	684. 
	hsa-miR-5193
	0.445143144
	MMD

	685. 
	hsa-miR-4756-5p
	0.445143144
	ABLIM1

	686. 
	hsa-miR-1321
	0.446297041
	IER5

	687. 
	hsa-miR-4739
	0.447448597
	IER5

	688. 
	hsa-miR-4684-5p
	0.450889264
	IER5

	689. 
	hsa-miR-4282
	0.452031501
	IER5

	690. 
	hsa-miR-4755-3p
	0.454309025
	CD9

	691. 
	hsa-miR-1273f
	0.456577313
	TSPYL1

	692. 
	hsa-let-7b-5p
	0.456577313
	SSBP2

	693. 
	hsa-miR-324-5p
	0.457319567
	NFKBIA;CCNB2;NUSAP1

	694. 
	hsa-miR-4775
	0.458836402
	ARID5A

	695. 
	hsa-miR-196a-5p
	0.458836402
	SSBP2

	696. 
	hsa-miR-5196-5p
	0.465558832
	NFKBIA

	697. 
	hsa-miR-4747-5p
	0.466671288
	TSPYL1

	698. 
	hsa-miR-6742-3p
	0.466671288
	TSPYL1

	699. 
	hsa-miR-7847-3p
	0.467781485
	SSBP2

	700. 
	hsa-miR-4524a-3p
	0.476582259
	PTGS1

	701. 
	hsa-miR-98-5p
	0.478760171
	ZFP36

	702. 
	hsa-miR-498
	0.482168952
	MEIS1;RGS16

	703. 
	hsa-miR-548ah-5p
	0.483089504
	FDFT1

	704. 
	hsa-miR-3609
	0.483089504
	CD55

	705. 
	hsa-miR-23b-3p
	0.484166344
	CD55

	706. 
	hsa-miR-4438
	0.486313461
	CCNB2

	707. 
	hsa-miR-367-3p
	0.490581571
	FDFT1

	708. 
	hsa-miR-4772-3p
	0.495868077
	TXNDC15

	709. 
	mmu-miR-1195
	0.495868077
	SSBP2

	710. 
	mmu-let-7b-5p
	0.497967659
	TSPYL1

	711. 
	hsa-miR-4635
	0.497967659
	CREM

	712. 
	hsa-miR-6833-3p
	0.50005871
	PLSCR1

	713. 
	hsa-miR-4768-5p
	0.501101046
	IFI44L

	714. 
	mmu-miR-324-3p
	0.501101046
	IFI44L

	715. 
	hsa-miR-324-3p
	0.502141262
	ABLIM1

	716. 
	hsa-miR-6851-5p
	0.503179362
	PTGS1

	717. 
	hsa-miR-363-3p
	0.50421535
	SSBP2

	718. 
	hsa-miR-423-5p
	0.507310685
	TXNDC15

	719. 
	mmu-miR-3089-5p
	0.508338268
	TSPYL1

	720. 
	hsa-miR-3689d
	0.514459995
	TSPYL1

	721. 
	hsa-miR-6731-5p
	0.520507337
	SSBP2

	722. 
	hsa-miR-8085
	0.521508057
	ZFP36

	723. 
	hsa-miR-5693
	0.521508057
	ZFP36

	724. 
	hsa-miR-6134
	0.523503389
	IER5

	725. 
	mmu-miR-30e-5p
	0.525490602
	ZFP36

	726. 
	hsa-miR-6504-3p
	0.531403851
	TSPYL1

	727. 
	mmu-miR-466i-3p
	0.532382378
	ZFP36L2

	728. 
	hsa-miR-4433a-3p
	0.533358911
	DNAJB1

	729. 
	hsa-miR-484
	0.536276588
	SSBP2

	730. 
	hsa-miR-6749-3p
	0.550178262
	MEIS1;ALAS1

	731. 
	hsa-miR-143-5p
	0.55153947
	ZFP36L2

	732. 
	mmu-miR-466l-5p
	0.553412522
	DCP1A

	733. 
	hsa-miR-450a-1-3p
	0.55527794
	COX15

	734. 
	hsa-miR-222-3p
	0.556207797
	TSPYL1

	735. 
	mmu-miR-466k
	0.558061823
	ABLIM1

	736. 
	mmu-miR-466d-5p
	0.558986
	COX15

	737. 
	mmu-miR-466i-5p
	0.558986
	COX15

	738. 
	hsa-miR-149-5p
	0.558986
	COX15

	739. 
	hsa-miR-204-5p
	0.559908291
	FDFT1

	740. 
	hsa-miR-7151-3p
	0.56266389
	MEIS1

	741. 
	hsa-miR-5095
	0.564491596
	FDFT1

	742. 
	hsa-miR-148b-3p
	0.565402652
	FDFT1

	743. 
	mmu-miR-26a-5p
	0.566311849
	ABLIM1

	744. 
	hsa-miR-574-5p
	0.574411553
	ABLIM1

	745. 
	hsa-miR-4793-3p
	0.577078512
	PLSCR1

	746. 
	hsa-miR-548s
	0.579729164
	SSBP2

	747. 
	hsa-miR-125b-5p
	0.587584244
	TSPYL1

	748. 
	hsa-miR-744-5p
	0.590170632
	PTGS1

	749. 
	hsa-miR-939-3p
	0.594446156
	IER5

	750. 
	hsa-miR-302e
	0.596990549
	SSBP2

	751. 
	hsa-miR-520d-3p
	0.605359884
	ABLIM1

	752. 
	hsa-miR-520e
	0.606187431
	ABLIM1

	753. 
	hsa-miR-520a-3p
	0.609480721
	ABLIM1

	754. 
	hsa-miR-520c-3p
	0.611117274
	ABLIM1

	755. 
	hsa-miR-4252
	0.611117274
	ABLIM1

	756. 
	hsa-miR-520b
	0.611117274
	SSBP2

	757. 
	hsa-miR-661
	0.611117274
	ABLIM1

	758. 
	hsa-miR-6867-5p
	0.613559566
	SSBP2

	759. 
	hsa-miR-1273e
	0.614370333
	PLSCR1

	760. 
	hsa-miR-302b-3p
	0.614370333
	TSPYL1

	761. 
	hsa-miR-302d-3p
	0.61517944
	ABLIM1

	762. 
	hsa-miR-372-3p
	0.61517944
	ABLIM1

	763. 
	hsa-miR-302a-3p
	0.615986891
	ABLIM1

	764. 
	hsa-miR-6890-3p
	0.619200197
	ABLIM1

	765. 
	hsa-miR-508-5p
	0.619999416
	DCP1A

	766. 
	hsa-miR-5698
	0.62790213
	SSBP2

	767. 
	hsa-miR-1910-3p
	0.642477948
	ZFP36

	768. 
	hsa-miR-6511a-5p
	0.646963996
	IER5

	769. 
	hsa-miR-3613-3p
	0.649186379
	IER5

	770. 
	hsa-miR-1273g-3p
	0.650660379
	CD9

	771. 
	hsa-miR-603
	0.650660379
	SSBP2

	772. 
	hsa-miR-6884-5p
	0.652128336
	ABLIM1

	773. 
	hsa-miR-1304-3p
	0.661524421
	SSBP2

	774. 
	hsa-miR-128-3p
	0.66294782
	DCP1A

	775. 
	mmu-miR-362-3p
	0.66577712
	TSPYL1

	776. 
	mmu-miR-329-3p
	0.667883876
	DNAJB1

	777. 
	hsa-miR-373-3p
	0.668583244
	DNAJB1

	778. 
	hsa-miR-362-3p
	0.668583244
	ABLIM1

	779. 
	hsa-miR-329-3p
	0.672058592
	ABLIM1

	780. 
	hsa-miR-6086
	0.673438753
	ABLIM1

	781. 
	hsa-miR-485-5p
	0.678224834
	TXNDC15

	782. 
	hsa-miR-32-5p
	0.685607872
	SSBP2

	783. 
	hsa-miR-377-5p
	0.691525378
	TXNDC15

	784. 
	hsa-miR-19a-3p
	0.694120368
	TXNDC15

	785. 
	mmu-miR-340-5p
	0.69476578
	SOCS3

	786. 
	hsa-miR-6807-5p
	0.698610445
	WIPF1

	787. 
	hsa-miR-320a
	0.698610445
	TXNDC15

	788. 
	hsa-miR-766-3p
	0.703663248
	ABLIM1

	789. 
	hsa-miR-190a-3p
	0.718330842
	SSBP2

	790. 
	hsa-miR-5011-5p
	0.741217535
	CD55

	791. 
	hsa-miR-3689c
	0.74394755
	CD55

	792. 
	hsa-miR-3689b-3p
	0.74557205
	SSBP2

	793. 
	hsa-miR-3689a-3p
	0.74557205
	SSBP2

	794. 
	hsa-miR-1273h-5p
	0.74557205
	SSBP2

	795. 
	hsa-miR-6780a-5p
	0.746649459
	SSBP2

	796. 
	hsa-miR-30b-3p
	0.747186493
	SSBP2

	797. 
	hsa-miR-6779-5p
	0.750914758
	SSBP2

	798. 
	hsa-miR-6799-5p
	0.750914758
	SSBP2

	799. 
	hsa-miR-4459
	0.756665336
	SSBP2

	800. 
	hsa-miR-19b-3p
	0.762790986
	SSBP2

	801. 
	hsa-miR-15a-5p
	0.77459428
	SOCS3

	802. 
	hsa-miR-665
	0.776028783
	WIPF1

	803. 
	hsa-miR-186-5p
	0.784909315
	TSPYL1

	804. 
	hsa-miR-215-5p
	0.791232091
	ZFP36L2

	805. 
	hsa-miR-15b-5p
	0.793886003
	DCP1A

	806. 
	hsa-miR-7106-5p
	0.795636962
	SOCS3

	807. 
	hsa-miR-218-5p
	0.805841974
	SSBP2

	808. 
	hsa-miR-193b-3p
	0.818678463
	COX15

	809. 
	hsa-miR-8485
	0.832490279
	TPX2

	810. 
	hsa-miR-615-3p
	0.840210281
	ABLIM1

	811. 
	hsa-miR-192-5p
	0.845936919
	ABLIM1

	812. 
	hsa-miR-93-5p
	0.876319911
	DCP1A

	813. 
	hsa-miR-92a-3p
	0.924466493
	NFKBIA




[bookmark: _Hlk183770810]Supplementary Table 13. Top 10 Potential therapeutic for common DEGs of HIV and MPOX. 
	Sl.No
	Term
	P-value
	Odds Ratio
	Combined Score
	Genes

	1. 
	8-azaguanine HL60 UP
	1.35E-05
	46.1509434
	517.4049451
	NFKBIA;SOCS3;PLK3;IFIT1

	2. 
	Etoposide HL60 UP
	2.12E-05
	82.7
	889.959806
	NFKBIA;IFIT1;PTGS1

	3. 
	Ibuprofen CTD 00006137
	2.21E-05
	81.55890411
	874.3817181
	NFKBIA;SOCS3;PTGS1

	4. 
	Alvespimycin MCF7 DOWN
	3.53E-05
	317
	3250.022084
	NFKBIA;ZFP36L2

	5. 
	Irinotecan hydrochloride CTD 00002224
	4.03E-05
	34.63636364
	350.4929084
	NFKBIA;CCNB2;PLK3;ZFP36L2

	6. 
	Genistein CTD 00007324
	4.20E-05
	25.51114736
	257.1258221
	NFKBIA;SOCS3;CCNB2;PLK3;PTGS1

	7. 
	NICKEL SULFATE CTD 00001417
	4.35E-05
	33.95104895
	340.9935283
	NFKBIA;SOCS3;IFIT1;ZFP36L2

	8. 
	Budesonide HL60 UP
	6.06E-05
	237.6666667
	2308.188874
	NFKBIA;ZFP36L2

	9. 
	Bepridil MCF7 UP
	6.90E-05
	221.8
	2125.07551
	NFKBIA;IFIT1

	10. 
	vinblastine CTD 00006986
	7.75E-05
	52.95
	501.2013089
	NFKBIA;CCNB2;ZFP36L2



Supplementary Table 14. Table of interaction between common DEGs and diseases.
	Sl. No
	Term
	Overlap
	P-value
	Genes

	1. 
	Influenza
	10/589
	2.24E-07
	DNAJB1;SOCS3;PLSCR1;IL4R;CREM;CD9;IFIT1;IFI44L;CD55;PTGS1

	2. 
	Infection
	7/492
	5.69E-05
	NFKBIA;DNAJB1;SOCS3;IL4R;IFIT1;CD55;PTGS1

	3. 
	Malignant neoplasm of prostate
	17/3239
	1.04E-04
	PLK3;ALAS1;IL4R;TSC22D1;WIPF1;CREM;ZFP36L2;PTGS1;NFKBIA;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;SSBP2;FDFT1

	4. 
	Cachexia
	4/153
	2.68E-04
	NFKBIA;SOCS3;ZFP36;TSC22D1

	5. 
	Prostate carcinoma
	16/3145
	2.68E-04
	PLK3;ALAS1;IL4R;TSC22D1;WIPF1;CREM;PTGS1;NFKBIA;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;SSBP2;FDFT1

	6. 
	Cervix carcinoma
	9/1105
	3.27E-04
	NFKBIA;SOCS3;TPX2;ZFP36;IL4R;TSC22D1;FANCL;IER5;PTGS1

	7. 
	Malignant tumor of cervix
	8/884
	3.68E-04
	NFKBIA;SOCS3;ZFP36;IL4R;TSC22D1;FANCL;IER5;PTGS1

	8. 
	cervical cancer
	8/965
	6.59E-04
	NFKBIA;SOCS3;ZFP36;IL4R;TSC22D1;FANCL;IER5;PTGS1

	9. 
	Neoplasm Metastasis
	17/3920
	0.001077988
	IL4R;WIPF1;RGS16;ACTL6A;CREM;TXNDC15;PTGS1;NFKBIA;DNAJB1;CCNB2;SOCS3;TPX2;ZFP36;NUSAP1;CD9;CD55;FDFT1

	10. 
	Asthma, Occupational
	2/24
	0.001099743
	IL4R;PTGS1

	11. 
	leukemia
	11/41
	0.001416684
	SOCS3;ZFP36;PLSCR1;MEIS1;TSC22D1;FANCL;CD9;SSBP2;ZFP36L2;CD55;PTGS1

	12. 
	Hepatitis B
	7/839
	0.001439888
	NFKBIA;DNAJB1;SOCS3;ZFP36;PLSCR1;IL4R;CD9

	13. 
	Colorectal Carcinoma
	14/2931
	0.001447901
	IL4R;WIPF1;INPP1;RGS16;ZFP36L2;PTGS1;NFKBIA;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;CD55

	14. 
	Lupus Erythematosus, Systemic
	8/1113
	0.001657331
	NFKBIA;SOCS3;PLSCR1;IL4R;WIPF1;CREM;IFIT1;IFI44L

	15. 
	Virus Diseases
	7/875
	0.001831834
	NFKBIA;SOCS3;ZFP36;CD9;IFIT1;CD55;PTGS1

	16. 
	Leukemia, Myelocytic, Acute
	10/1703
	0.001882392
	SOCS3;PLSCR1;MEIS1;TSC22D1;FANCL;CD9;SSBP2;IER5;ZFP36L2;CD55

	17. 
	Malignant Head and Neck Neoplasm
	5/470
	0.002618119
	SOCS3;PLK3;ZFP36;IL4R;FANCL

	18. 
	Myositis
	3/143
	0.003127499
	ZFP36;CD55;PTGS1

	19. 
	Drug Allergy
	2/42
	0.003351637
	IL4R;PTGS1

	20. 
	Prostatic Neoplasms
	9/1554
	0.003630642
	SOCS3;ZFP36;MEIS1;CREM;CD9;SSBP2;ZFP36L2;CD55;FDFT1

	21. 
	Toxoplasmosis
	2/46
	0.004008173
	SOCS3;CD9

	22. 
	Cytochrome-c Oxidase Deficiency
	2/48
	0.004357042
	COX15;PTGS1

	23. 
	Hematologic Neoplasms
	5/557
	0.005390766
	PLK3;MEIS1;FANCL;TXNDC15;ZFP36L2

	24. 
	Liver Cirrhosis, Experimental
	6/801
	0.005500279
	NFKBIA;CCNB2;PLSCR1;TSC22D1;WIPF1;PTGS1

	25. 
	Hemorrhagic Fever, Ebola
	2/61
	0.006950854
	NUSAP1;IFIT1

	26. 
	Hemolytic-Uremic Syndrome
	2/62
	0.007173281
	ZFP36;IL4R

	27. 
	gliosarcoma
	2/63
	0.007398914
	NFKBIA;PTGS1

	28. 
	Arthritis, Psoriatic
	3/201
	0.008051327
	NFKBIA;IL4R;PTGS1

	29. 
	Bronchiolitis
	2/66
	0.008094901
	NFKBIA;IL4R

	30. 
	Cervical Adenocarcinoma
	2/67
	0.008333216
	SOCS3;PTGS1

	31. 
	Parasitemia
	2/67
	0.008333216
	CD9;CD55

	32. 
	Osteoarthritis of hip
	2/68
	0.008574669
	SOCS3;IL4R

	33. 
	Ataxia Telangiectasia
	4/396
	0.008603148
	NFKBIA;CCNB2;IL4R;PTGS1

	34. 
	Lung Neoplasms
	7/1177
	0.009300261
	NFKBIA;CCNB2;SOCS3;PLK3;TPX2;FANCL;PTGS1

	35. 
	Carcinoma of lung
	11/76
	0.009382329
	NFKBIA;CCNB2;SOCS3;PLK3;TPX2;ZFP36;FANCL;CD9;CD55;PTGS1;FDFT1

	36. 
	Immunologic Deficiency Syndromes
	5/641
	0.009618803
	SOCS3;ZFP36;IL4R;WIPF1;CD9

	37. 
	Acute lymphocytic leukemia
	6/907
	0.009901259
	SOCS3;MEIS1;FANCL;SSBP2;ZFP36L2;CD55

	38. 
	Inflammatory Bowel Diseases
	6/911
	0.010105696
	NFKBIA;SOCS3;IL4R;WIPF1;CREM;PTGS1

	39. 
	Ulcerative Colitis
	6/915
	0.010313155
	NFKBIA;SOCS3;IL4R;CREM;CD55;PTGS1

	40. 
	Respiration Disorders
	2/76
	0.010617663
	CD55;PTGS1

	41. 
	Malignant neoplasm of pancreas
	9/1846
	0.011050637
	NFKBIA;SOCS3;TPX2;ZFP36;IL4R;RGS16;CD9;S100PBP;PTGS1

	42. 
	Bronchial Hyperreactivity
	2/78
	0.011158871
	IL4R;PTGS1

	43. 
	Giant Cell Glioblastoma
	2/78
	0.011158871
	NFKBIA;CD9

	44. 
	Carcinogenesis
	15/4065
	0.011763435
	IL4R;TSC22D1;MMD;CREM;PTGS1;NFKBIA;DNAJB1;CCNB2;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;IER5

	45. 
	Pancreatic carcinoma
	9/1869
	0.01193386
	NFKBIA;SOCS3;TPX2;ZFP36;IL4R;RGS16;CD9;S100PBP;PTGS1

	46. 
	Colorectal Cancer
	13/3298
	0.012000379
	IL4R;WIPF1;INPP1;RGS16;ZFP36L2;PTGS1;NFKBIA;SOCS3;TPX2;MEIS1;NUSAP1;CD9;CD55

	47. 
	Kidney Failure, Chronic
	4/437
	0.012031906
	ZFP36;MEIS1;WIPF1;PTGS1

	48. 
	Recurrent infection of the gastrointestinal tract
	1/6
	0.012238541
	NFKBIA

	49. 
	Cardioencephalomyopathy, Fatal Infantile, due to Cytochrome C Oxidase Deficiency
	1/6
	0.012238541
	COX15

	50. 
	Leukemia, Natural Killer Cell Large Granular Lymphocytic
	1/6
	0.012238541
	TSC22D1

	51. 
	Chronic respiratory failure
	1/6
	0.012238541
	PTGS1

	52. 
	VACTERL Association
	1/6
	0.012238541
	FANCL

	53. 
	Undifferentiated carcinoma
	3/237
	0.012575008
	NFKBIA;TSC22D1;PTGS1

	54. 
	Pancreatic Ductal Adenocarcinoma
	5/701
	0.013774115
	SOCS3;TPX2;IL4R;CD9;S100PBP

	55. 
	Primary malignant neoplasm of lung
	Oct-68
	0.014262452
	NFKBIA;CCNB2;SOCS3;PLK3;TPX2;ZFP36;FANCL;CD9;CD55;FDFT1

	56. 
	Chondrodysplasia punctata, X-linked dominant type
	1/7
	0.014264049
	FDFT1

	57. 
	Scott Syndrome
	1/7
	0.014264049
	MMD

	58. 
	Empyema, Pleural
	1/7
	0.014264049
	NFKBIA

	59. 
	Gastrointestinal infection
	1/7
	0.014264049
	NFKBIA

	60. 
	Myeloid hyperplasia
	1/7
	0.014264049
	ZFP36

	61. 
	CD59 Deficiency
	1/7
	0.014264049
	CD55

	62. 
	Chronic Lymphoproliferative Disorder of NK-Cells
	1/7
	0.014264049
	TSC22D1

	63. 
	Ulcerative colitis in remission
	1/7
	0.014264049
	SOCS3

	64. 
	Laryngismus
	1/7
	0.014264049
	TSPYL1

	65. 
	Malaria
	4/469
	0.015246578
	DNAJB1;IL4R;CD9;CD55

	66. 
	Thyroid associated opthalmopathies
	2/92
	0.015277004
	SOCS3;ZFP36

	67. 
	Muscular Dystrophies, Limb-Girdle
	2/93
	0.0155927
	DNAJB1;MMD

	68. 
	Adenoma of large intestine
	3/258
	0.015767363
	TPX2;IL4R;PTGS1

	69. 
	Gonadal Dysgenesis, 46,XX
	1/8
	0.016285505
	FANCL

	70. 
	Hyperimmunoglobulinemia D
	1/8
	0.016285505
	FDFT1

	71. 
	Phencyclidine-Related Disorders
	1/8
	0.016285505
	FDFT1

	72. 
	Phencyclidine Abuse
	1/8
	0.016285505
	FDFT1

	73. 
	Primary Insomnia
	1/8
	0.016285505
	MEIS1

	74. 
	Early Awakening
	1/8
	0.016285505
	MEIS1

	75. 
	Malignant neoplasm of gastrointestinal tract
	3/263
	0.016588825
	IL4R;RGS16;PTGS1

	76. 
	Myeloproliferative disease
	3/264
	0.016755968
	NFKBIA;SOCS3;SSBP2

	77. 
	Thrombosis
	2/98
	0.017213026
	CD55;PTGS1

	78. 
	Leigh Disease
	2/99
	0.017545376
	COX15;PTGS1

	79. 
	CARDIOMYOPATHY, INFANTILE HYPERTROPHIC
	1/9
	0.018302918
	COX15

	80. 
	Saddle nose
	1/9
	0.018302918
	NFKBIA

	81. 
	Severe Bronchopulmonary Dysplasia
	1/9
	0.018302918
	NFKBIA

	82. 
	IgE RESPONSIVENESS, ATOPIC
	1/9
	0.018302918
	IL4R

	83. 
	Leigh syndrome , French Canadian type
	1/9
	0.018302918
	PTGS1

	84. 
	Spontaneous hematomas
	1/9
	0.018302918
	WIPF1

	85. 
	Nose Diseases
	1/9
	0.018302918
	PTGS1

	86. 
	Hypomenorrhea
	1/9
	0.018302918
	SOCS3

	87. 
	Congenital lactic acidosis
	1/9
	0.018302918
	PTGS1

	88. 
	Abnormality of the intestine
	1/9
	0.018302918
	CD55

	89. 
	Bacterial Infections
	3/276
	0.018836055
	NFKBIA;DNAJB1;CD55

	90. 
	Myeloid Leukemia
	4/501
	0.018961602
	PLSCR1;MEIS1;SSBP2;PTGS1

	91. 
	Premature Obstetric Labor
	2/105
	0.019596459
	CD55;PTGS1

	92. 
	Mammary Neoplasms
	10/87
	0.01989021
	NFKBIA;SOCS3;ZFP36;MEIS1;IL4R;TSC22D1;RGS16;CD9;CD55;PTGS1

	93. 
	Squamous cell carcinoma of lung
	3/283
	0.020113033
	NFKBIA;TPX2;MMD

	94. 
	Dermatitis, Allergic Contact
	2/107
	0.020301574
	SOCS3;CREM

	95. 
	Ambiguous genitalia, male
	1/10
	0.020316294
	TSPYL1

	96. 
	Hemoglobinuria, Paroxysmal
	1/10
	0.020316294
	CD55

	97. 
	Pheochromocytoma, malignant
	1/10
	0.020316294
	IL4R

	98. 
	Chronic interstitial nephritis
	1/10
	0.020316294
	CD55

	99. 
	Histiocytoid hemangioma
	1/10
	0.020316294
	ZFP36

	100. 
	Oligospermia
	2/109
	0.021017242
	TSPYL1;CREM

	101. 
	Adenocarcinoma
	8/1712
	0.021166668
	NFKBIA;CCNB2;SOCS3;CREM;CD9;S100PBP;PTGS1;FDFT1

	102. 
	Colorectal Neoplasms
	6/1073
	0.021181465
	NFKBIA;NUSAP1;CD9;ZFP36L2;CD55;PTGS1

	103. 
	Hyperplastic Polyp
	2/110
	0.021379004
	SOCS3;PTGS1

	104. 
	Erythropoietic Protoporphyria
	1/11
	0.022325642
	ALAS1

	105. 
	Ectodermal dysplasia, hypohidrotic, with immune deficiency
	1/11
	0.022325642
	NFKBIA

	106. 
	Miyoshi myopathy
	1/11
	0.022325642
	MMD

	107. 
	Cannabis-Related Disorder
	1/11
	0.022325642
	FDFT1

	108. 
	Hashish Abuse
	1/11
	0.022325642
	FDFT1

	109. 
	Abnormal platelet morphology
	1/11
	0.022325642
	WIPF1

	110. 
	LACTASE PERSISTENCE
	1/11
	0.022325642
	NUSAP1

	111. 
	Pancreatic intraepithelial neoplasia
	2/115
	0.023226628
	SOCS3;S100PBP

	112. 
	Malignant neoplasm of lung
	11/49
	0.023412611
	NFKBIA;CCNB2;SOCS3;PLK3;TPX2;ZFP36;FANCL;CD9;CD55;FDFT1

	113. 
	Respiratory Syncytial Virus Infections
	2/116
	0.023603835
	NFKBIA;IL4R

	114. 
	Leukemia, B-Cell
	2/117
	0.023983576
	MEIS1;CD9

	115. 
	Bleeding ulcer
	1/12
	0.02433097
	PTGS1

	116. 
	Noisy respiration
	1/12
	0.02433097
	TSPYL1

	117. 
	Idiopathic urticaria
	1/12
	0.02433097
	SOCS3

	118. 
	Immediate hypersensitivity
	1/12
	0.02433097
	IL4R

	119. 
	Intolerant of heat
	1/12
	0.02433097
	NFKBIA

	120. 
	Neurologic Symptoms
	2/120
	0.025137886
	DNAJB1;CD9

	121. 
	Ataxia with vitamin E deficiency
	1/13
	0.026332285
	ZFP36

	122. 
	MILES-CARPENTER X-LINKED MENTAL RETARDATION SYNDROME
	1/13
	0.026332285
	IL4R

	123. 
	Mixed Cellularity Hodgkin Lymphoma
	1/13
	0.026332285
	NFKBIA

	124. 
	Monosomy 22
	1/13
	0.026332285
	CD55

	125. 
	Hodgkin lymphoma, lymphocyte depletion
	1/13
	0.026332285
	NFKBIA

	126. 
	Chronic superficial gastritis
	1/13
	0.026332285
	PTGS1

	127. 
	Diverticulosis
	1/13
	0.026332285
	PTGS1

	128. 
	CNS disorder
	2/124
	0.02671175
	SOCS3;ZFP36

	129. 
	Diabetic Nephropathy
	4/561
	0.02734711
	ZFP36;TSC22D1;CREM;PTGS1

	130. 
	Solid Neoplasm
	5/840
	0.027722778
	SOCS3;MEIS1;IL4R;TSC22D1;CD55

	131. 
	Childhood asthma
	2/127
	0.027917842
	NFKBIA;IL4R

	132. 
	Refractory Neoplasm
	1/14
	0.028329595
	SOCS3

	133. 
	Female pattern alopecia (disorder)
	1/14
	0.028329595
	ZFP36

	134. 
	Cardiopulmonary Arrest
	1/14
	0.028329595
	TSPYL1

	135. 
	Stridor
	1/14
	0.028329595
	TSPYL1

	136. 
	Testicular dysgenesis
	1/14
	0.028329595
	TSPYL1

	137. 
	Toxoplasmosis, Congenital
	1/14
	0.028329595
	CD9

	138. 
	Hypoproteinemia
	1/14
	0.028329595
	CD55

	139. 
	Visual symptoms
	1/14
	0.028329595
	TPX2

	140. 
	Deficiency of mevalonate kinase
	1/14
	0.028329595
	FDFT1

	141. 
	Intravascular hemolysis
	1/14
	0.028329595
	CD55

	142. 
	Glioblastoma Multiforme
	5/854
	0.029495549
	SOCS3;TPX2;IL4R;TSC22D1;CD9

	143. 
	Lymphocyte Rich Classical Hodgkin Lymphoma
	1/15
	0.030322908
	NFKBIA

	144. 
	Mast-Cell Sarcoma
	1/15
	0.030322908
	IL4R

	145. 
	Body Temperature Changes
	1/15
	0.030322908
	PTGS1

	146. 
	FANCONI ANEMIA, COMPLEMENTATION GROUP D2
	1/15
	0.030322908
	FANCL

	147. 
	Fasciculation, Tongue
	1/15
	0.030322908
	TSPYL1

	148. 
	Budd-Chiari Syndrome
	1/15
	0.030322908
	CD55

	149. 
	Hematochezia
	1/15
	0.030322908
	WIPF1

	150. 
	Clubbing
	1/15
	0.030322908
	CD55

	151. 
	Congenital Thrombotic Thrombocytopenic Purpura
	1/15
	0.030322908
	ZFP36

	152. 
	Peg-shaped teeth
	1/15
	0.030322908
	NFKBIA

	153. 
	Pointed tooth
	1/15
	0.030322908
	NFKBIA

	154. 
	Breast Carcinoma
	16/4963
	0.031066993
	PLK3;IL4R;WIPF1;CREM;TXNDC15;ZFP36L2;PTGS1;NFKBIA;CCNB2;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;CD55

	155. 
	Pneumonitis
	3/339
	0.032023019
	SOCS3;ZFP36;PTGS1

	156. 
	Cancer, Embryonal and Mixed
	1/16
	0.032312232
	CD9

	157. 
	Cannabis Abuse
	1/16
	0.032312232
	FDFT1

	158. 
	Cerebellar Neoplasms
	1/16
	0.032312232
	NFKBIA

	159. 
	Necrotizing encephalopathy, infantile subacute, of Leigh
	1/16
	0.032312232
	COX15

	160. 
	Neoplasms, Embryonal and Mixed
	1/16
	0.032312232
	CD9

	161. 
	Hemoglobinuria
	1/16
	0.032312232
	CD55

	162. 
	Leigh Syndrome Due To Mitochondrial Complex II Deficiency
	1/16
	0.032312232
	COX15

	163. 
	Leigh Syndrome due to Mitochondrial Complex V Deficiency
	1/16
	0.032312232
	COX15

	164. 
	Lepidic Predominant Adenocarcinoma
	1/16
	0.032312232
	INPP1

	165. 
	Duration of sleep
	1/16
	0.032312232
	MEIS1

	166. 
	Empyema
	1/16
	0.032312232
	NFKBIA

	167. 
	Glioma
	9/11
	0.032321754
	NFKBIA;CCNB2;SOCS3;TPX2;ZFP36;IL4R;TSPYL1;CD9;PTGS1

	168. 
	Thrombocytopenia
	3/341
	0.032503977
	SOCS3;WIPF1;FANCL

	169. 
	Tuberculosis
	4/602
	0.034184731
	NFKBIA;SOCS3;IL4R;CD9

	170. 
	Meconium Aspiration Syndrome
	1/17
	0.034297574
	PTGS1

	171. 
	Parainfluenza
	1/17
	0.034297574
	IFIT1

	172. 
	Leigh Syndrome due to Mitochondrial Complex III Deficiency
	1/17
	0.034297574
	COX15

	173. 
	Leigh Syndrome due to Mitochondrial Complex IV Deficiency
	1/17
	0.034297574
	COX15

	174. 
	Pseudopelade
	1/17
	0.034297574
	ZFP36

	175. 
	Psychological symptom
	1/17
	0.034297574
	PTGS1

	176. 
	Malignant lymphoma, lymphocytic, intermediate differentiation, diffuse
	3/349
	0.034465895
	RAD51AP1;SOCS3;TPX2

	177. 
	Liver and Intrahepatic Biliary Tract Carcinoma
	4/607
	0.035081432
	NFKBIA;DNAJB1;ZFP36;IER5

	178. 
	Ophthalmoplegia
	2/144
	0.035153387
	TSPYL1;COX15

	179. 
	Cancer, Embryonal
	1/18
	0.036278942
	CD9

	180. 
	Smith-Lemli-Opitz Syndrome
	1/18
	0.036278942
	FDFT1

	181. 
	Acute HIV infection
	1/18
	0.036278942
	CD9

	182. 
	Disorders of Porphyrin Metabolism
	1/18
	0.036278942
	ALAS1

	183. 
	Malignant neoplasm of breast
	16/5054
	0.036375698
	PLK3;IL4R;WIPF1;CREM;TXNDC15;ZFP36L2;PTGS1;NFKBIA;CCNB2;SOCS3;TPX2;ZFP36;MEIS1;NUSAP1;CD9;CD55

	184. 
	Lymphoma, Follicular
	3/359
	0.037003686
	SOCS3;IL4R;CD55

	185. 
	Precursor Cell Lymphoblastic Leukemia Lymphoma
	4/618
	0.037102626
	SOCS3;MEIS1;SSBP2;ZFP36L2

	186. 
	Encephalopathy, Subacute Necrotizing, Infantile
	1/19
	0.038256344
	COX15

	187. 
	Encephalopathy, Subacute Necrotizing, Juvenile
	1/19
	0.038256344
	COX15

	188. 
	Hypothermia, natural
	1/19
	0.038256344
	TSPYL1

	189. 
	THROMBOCYTOPENIA 1 (disorder)
	1/19
	0.038256344
	WIPF1

	190. 
	Hypertrophy
	1/19
	0.038256344
	CREM

	191. 
	Anhydrotic Ectodermal Dysplasias
	1/19
	0.038256344
	NFKBIA

	192. 
	Primary Sj??gren's syndrome
	2/151
	0.038322745
	NFKBIA;PTGS1

	193. 
	Decreased platelet count
	2/152
	0.038784208
	WIPF1;FANCL

	194. 
	Pre-Eclampsia
	2/152
	0.038784208
	SOCS3;PTGS1

	195. 
	Arthritis
	4/630
	0.039383742
	SOCS3;ZFP36;CD55;PTGS1

	196. 
	Filarial Elephantiases
	1/20
	0.040229788
	SOCS3

	197. 
	Intrinsic asthma
	1/20
	0.040229788
	IL4R

	198. 
	Glioblastoma
	8/37
	0.040442348
	NFKBIA;SOCS3;TPX2;ZFP36;IL4R;CD9;SSBP2;PTGS1

	199. 
	Squamous cell carcinoma of the head and neck
	5/934
	0.041013568
	SOCS3;TPX2;ZFP36;IL4R;CD9

	200. 
	Sporadic Breast Carcinoma
	2/159
	0.042073887
	NFKBIA;FANCL

	201. 
	Rheumatoid Nodule
	1/21
	0.042199281
	IL4R

	202. 
	Fibrolamellar Hepatocellular Carcinoma
	1/21
	0.042199281
	DNAJB1

	203. 
	Helicobacter-associated gastritis
	1/21
	0.042199281
	PTGS1

	204. 
	Tubulointerstitial fibrosis
	1/21
	0.042199281
	CREM

	205. 
	inflammatory joint disease
	1/21
	0.042199281
	SOCS3

	206. 
	Primary HIV infection
	1/21
	0.042199281
	CD9

	207. 
	Allergic Conjunctivitis
	1/21
	0.042199281
	SOCS3

	208. 
	LEIGH SYNDROME DUE TO MITOCHONDRIAL COMPLEX I DEFICIENCY
	1/21
	0.042199281
	COX15

	209. 
	Idiopathic Pulmonary Fibrosis
	3/379
	0.042361651
	IL4R;CD55;PTGS1

	210. 
	Secondary malignant neoplasm of lymph node
	6/1271
	0.043503911
	SOCS3;TPX2;RGS16;CREM;CD9;PTGS1

	211. 
	Wasting
	1/22
	0.044164831
	IER5

	212. 
	Adult Hodgkin Lymphoma
	1/22
	0.044164831
	NFKBIA

	213. 
	AIDS with Kaposi's sarcoma
	1/22
	0.044164831
	IL4R

	214. 
	Chronic kidney disease stage 5
	3/388
	0.044894378
	ZFP36;MEIS1;WIPF1

	215. 
	Classical Hodgkin's Lymphoma
	2/166
	0.04546511
	NFKBIA;SOCS3

	216. 
	invasive cancer
	2/166
	0.04546511
	CCNB2;ZFP36

	217. 
	Hepatocellular necrosis
	1/23
	0.046126446
	COX15

	218. 
	Petechiae
	1/23
	0.046126446
	WIPF1

	219. 
	Activated B-cell type diffuse large B-cell lymphoma
	1/23
	0.046126446
	NFKBIA

	220. 
	PR interval feature
	1/23
	0.046126446
	MEIS1

	221. 
	Electrocardiogram: P-R interval
	1/23
	0.046126446
	MEIS1

	222. 
	Pyridoxine-responsive sideroblastic anemia
	1/23
	0.046126446
	FANCL

	223. 
	Myocardial Infarction
	5/966
	0.046299288
	NFKBIA;SOCS3;IL4R;CREM;PTGS1

	224. 
	Lung diseases
	3/393
	0.046333757
	NFKBIA;CD9;PTGS1

	225. 
	Growth retardation
	2/168
	0.046452202
	TSPYL1;CD55

	226. 
	Poor growth
	2/168
	0.046452202
	TSPYL1;CD55

	227. 
	Growth delay
	2/169
	0.046948728
	TSPYL1;CD55

	228. 
	Malignant tumor of colon
	8/1
	0.047603771
	NFKBIA;SOCS3;TPX2;ZFP36;CREM;CD9;CD55;PTGS1

	229. 
	Asymptomatic human immunodeficiency virus infection
	1/24
	0.048084133
	CD9

	230. 
	Microangiopathy, Diabetic
	1/24
	0.048084133
	CREM

	231. 
	Congenital hypoplasia of adrenal gland
	1/24
	0.048084133
	SOCS3

	232. 
	Azoospermia
	2/174
	0.049460761
	TSPYL1;CREM

	233. 
	Very poor growth
	2/174
	0.049460761
	TSPYL1;CD55

	234. 
	Multiple Myeloma
	6/1312
	0.049499238
	NFKBIA;SOCS3;TPX2;CD9;TXNDC15;PTGS1

	235. 
	Bernard-Soulier Syndrome
	1/25
	0.0500379
	IL4R

	236. 
	Dyspepsia
	1/25
	0.0500379
	PTGS1

	237. 
	Liver Cirrhosis
	4/683
	0.05041299
	NFKBIA;SOCS3;CD9;FDFT1

	238. 
	Carcinomatosis
	2/176
	0.050479116
	TSC22D1;PTGS1

	239. 
	Anaplastic thyroid carcinoma
	2/176
	0.050479116
	SOCS3;IL4R

	240. 
	Burkitt Lymphoma
	3/407
	0.05048568
	NFKBIA;PLK3;ZFP36L2

	241. 
	Precursor T-Cell Lymphoblastic Leukemia-Lymphoma
	3/408
	0.050789059
	ZFP36;MEIS1;ZFP36L2

	242. 
	Meckel-Gruber syndrome
	1/26
	0.051987755
	TXNDC15

	243. 
	Borna Disease
	1/26
	0.051987755
	CD9

	244. 
	Malaria, Vivax
	1/26
	0.051987755
	IL4R

	245. 
	Abnormal pattern of respiration
	1/26
	0.051987755
	COX15

	246. 
	Increased drug resistance
	1/26
	0.051987755
	TPX2

	247. 
	Anhidrosis
	1/26
	0.051987755
	NFKBIA

	248. 
	Gastritis
	2/181
	0.053058187
	NFKBIA;PTGS1

	249. 
	Primary Myelofibrosis
	2/182
	0.053579614
	SOCS3;CD9

	250. 
	Autosomal Recessive Primary Microcephaly
	1/27
	0.053933705
	COPB2

	251. 
	Idiopathic Interstitial Pneumonias
	1/27
	0.053933705
	IL4R

	252. 
	Acidosis, Lactic
	2/183
	0.05410289
	COX15;PTGS1

	253. 
	Ulcer
	2/184
	0.054628006
	SOCS3;PTGS1

	254. 
	MIXED LINEAGE LEUKEMIA
	2/185
	0.055154952
	RAD51AP1;MEIS1

	255. 
	Neuroblastoma
	7/1698
	0.05517733
	SOCS3;TPX2;MEIS1;RGS16;CREM;CD9;CD55

	256. 
	Esophageal atresia with or without tracheoesophageal fistula
	1/28
	0.055875759
	FANCL

	257. 
	Sideroblastic anemia
	1/28
	0.055875759
	ALAS1

	258. 
	Carcinoma, Spindle-Cell
	2/188
	0.05674668
	TSC22D1;PTGS1

	259. 
	Dyspnea
	2/188
	0.05674668
	IL4R;WIPF1

	260. 
	Inflammation
	3/429
	0.057367034
	SOCS3;ZFP36;IL4R

	261. 
	Scrub Typhus
	1/29
	0.057813922
	COPB2

	262. 
	Methylmalonic aciduria
	1/29
	0.057813922
	MMD

	263. 
	Breast cancer recurrent
	1/29
	0.057813922
	TSC22D1

	264. 
	Other cataract
	1/29
	0.057813922
	FDFT1

	265. 
	Dermatitis
	2/190
	0.057816815
	ZFP36;FDFT1

	266. 
	Primary malignant neoplasm
	5/1032
	0.058454216
	SOCS3;ZFP36;MEIS1;IL4R;WIPF1

	267. 
	Colon Carcinoma
	8/91
	0.05904635
	NFKBIA;SOCS3;TPX2;ZFP36;CREM;CD9;CD55;PTGS1

	268. 
	Lymphadenitis
	1/30
	0.059748204
	SOCS3

	269. 
	Delirium, Dementia, Amnestic, Cognitive Disorders
	1/30
	0.059748204
	ZFP36

	270. 
	Methylmalonic acidemia
	1/30
	0.059748204
	MMD

	271. 
	gastritis h pylori
	1/30
	0.059748204
	PTGS1

	272. 
	Welts
	1/30
	0.059748204
	CD9

	273. 
	Meningioma
	3/438
	0.060305617
	CD9;CD55;PTGS1

	274. 
	Allergic asthma
	2/197
	0.061617722
	NFKBIA;IL4R

	275. 
	Alopecia, Male Pattern
	1/31
	0.061678612
	ZFP36

	276. 
	Chronic interstitial cystitis
	1/31
	0.061678612
	IL4R

	277. 
	Refractory anemia, without ringed sideroblasts, without excess blasts
	1/31
	0.061678612
	CD55

	278. 
	HIV Encephalopathy
	1/31
	0.061678612
	CD9

	279. 
	Cannabis Dependence
	1/32
	0.063605153
	FDFT1

	280. 
	Cardiovascular morbidity
	1/32
	0.063605153
	PTGS1

	281. 
	Nodular Lymphocyte Predominant Hodgkin Lymphoma
	1/32
	0.063605153
	NFKBIA

	282. 
	HIV encephalitis
	1/32
	0.063605153
	CD9

	283. 
	Complete hydatidiform mole
	1/32
	0.063605153
	ZFP36L2

	284. 
	Iron deficiency anemia
	1/32
	0.063605153
	CD55

	285. 
	Myocardial Ischemia
	3/448
	0.063653299
	NFKBIA;SOCS3;ZFP36

	286. 
	Cardiac Arrest
	2/201
	0.063827527
	IL4R;TSPYL1

	287. 
	Astrocytoma
	4/741
	0.064261587
	TPX2;TSC22D1;IFIT1;CD55

	288. 
	Anaplastic carcinoma
	2/204
	0.065502513
	TSC22D1;PTGS1

	289. 
	Superinfection
	1/33
	0.065527834
	CD9

	290. 
	Thrombotic Microangiopathies
	1/33
	0.065527834
	CD55

	291. 
	Hypoplasia of scrotum
	1/33
	0.065527834
	TSPYL1

	292. 
	CREST Syndrome
	1/33
	0.065527834
	DNAJB1

	293. 
	Pleural Tuberculosis
	1/33
	0.065527834
	SOCS3

	294. 
	Iron-Refractory Iron Deficiency Anemia
	1/33
	0.065527834
	WIPF1

	295. 
	Angiomyolipoma
	1/33
	0.065527834
	IFIT1

	296. 
	Eczema
	3/454
	0.065703146
	SOCS3;IL4R;WIPF1

	297. 
	Cholangiocarcinoma
	3/455
	0.066047769
	RAD51AP1;SOCS3;PLK3

	298. 
	Endometriosis
	4/749
	0.066316153
	NFKBIA;MEIS1;IFIT1;CD55

	299. 
	Cytopenia
	2/206
	0.066627434
	WIPF1;FANCL

	300. 
	Prolonged bleeding time
	1/34
	0.067446664
	WIPF1

	301. 
	Dysautonomia
	1/34
	0.067446664
	TSPYL1

	302. 
	Congenital anemia
	2/208
	0.067758885
	WIPF1;FANCL

	303. 
	Esophageal Atresia
	1/35
	0.06936165
	FANCL

	304. 
	Neoplasms, Germ Cell and Embryonal
	1/35
	0.06936165
	CD9

	305. 
	Growth failure
	2/212
	0.070041101
	TSPYL1;CD55

	306. 
	Recurrent respiratory infections
	2/213
	0.070615628
	NFKBIA;WIPF1

	307. 
	Blast Phase
	2/214
	0.071191728
	SOCS3;CD9

	308. 
	Autoimmune state
	1/36
	0.0712728
	WIPF1

	309. 
	Barrett's Adenocarcinoma
	1/36
	0.0712728
	SOCS3

	310. 
	Germ Cell Cancer
	1/36
	0.0712728
	CD9

	311. 
	Hepatic Encephalopathy
	1/36
	0.0712728
	PTGS1

	312. 
	Invasive Streptococcus pneumoniae disease
	1/36
	0.0712728
	NFKBIA

	313. 
	Almond-shaped palpebral fissure
	1/36
	0.0712728
	FANCL

	314. 
	Respiratory syncytial virus (RSV) infection in conditions classified elsewhere and of unspecified site
	2/216
	0.07234861
	NFKBIA;IL4R

	315. 
	Carcinoma
	2/216
	0.07234861
	TSC22D1;PTGS1

	316. 
	Alopecia
	2/216
	0.07234861
	PLK3;ZFP36

	317. 
	Acute Promyelocytic Leukemia
	3/475
	0.073116664
	ZFP36;MEIS1;PTGS1

	318. 
	Mitochondrial abnormalities
	1/37
	0.07318012
	CD55

	319. 
	Corpus Luteum Cyst
	1/37
	0.07318012
	PTGS1

	320. 
	Aggressive Non-Hodgkin Lymphoma
	1/37
	0.07318012
	RAD51AP1

	321. 
	Aplasia/Hypoplasia of the radius
	1/37
	0.07318012
	FANCL

	322. 
	QRS complex feature
	1/37
	0.07318012
	WIPF1

	323. 
	Mammary Neoplasms, Human
	3/476
	0.073478828
	NFKBIA;MEIS1;PTGS1

	324. 
	Colonic Neoplasms
	4/778
	0.074053138
	MEIS1;IL4R;CD55;PTGS1

	325. 
	Nasal Polyps
	2/219
	0.074095515
	SOCS3;PTGS1

	326. 
	Common acute lymphoblastic leukemia
	1/38
	0.075083618
	CD9

	327. 
	Abnormality of the eye
	1/38
	0.075083618
	TSPYL1

	328. 
	Lipoid nephrosis
	1/38
	0.075083618
	IL4R

	329. 
	Dermatitis, Atopic
	3/484
	0.076405543
	NFKBIA;SOCS3;IL4R

	330. 
	Rheumatoid Arthritis
	7/1833
	0.076871901
	NFKBIA;COPB2;SOCS3;ZFP36;IL4R;CD55;PTGS1

	331. 
	Skin lesion
	1/39
	0.076983303
	MMD

	332. 
	Hyperglycemia
	3/488
	0.077888362
	NFKBIA;SOCS3;CREM

	333. 
	Aspirin exacerbated respiratory disease
	1/40
	0.07887918
	PTGS1

	334. 
	Purpura, Thrombotic Thrombocytopenic
	1/40
	0.07887918
	ZFP36

	335. 
	Osteoarthritis of the hand
	1/40
	0.07887918
	IL4R

	336. 
	Xeroderma pigmentosum, group A
	1/40
	0.07887918
	MMD

	337. 
	Prostate cancer recurrent
	1/40
	0.07887918
	NUSAP1

	338. 
	Acute leukemia
	3/492
	0.079384031
	MEIS1;ZFP36L2;CD55

	339. 
	Endometrioma
	2/229
	0.080016192
	IFIT1;CD55

	340. 
	Gestational Trophoblastic Neoplasms
	1/41
	0.080771259
	ZFP36L2

	341. 
	Intestinal Polyps
	1/41
	0.080771259
	PTGS1

	342. 
	Irregular hyperpigmentation
	1/41
	0.080771259
	FANCL

	343. 
	Congenital chromosomal disease
	3/497
	0.081271549
	DNAJB1;PLSCR1;MEIS1

	344. 
	Pneumonia
	3/497
	0.081271549
	NFKBIA;SOCS3;PTGS1

	345. 
	Malignant neoplasm of liver
	4/805
	0.08165859
	NFKBIA;DNAJB1;ZFP36;IER5

	346. 
	Non-Small Cell Lung Carcinoma
	8/43
	0.082172736
	NFKBIA;DNAJB1;CCNB2;SOCS3;TPX2;MMD;CD9;PTGS1

	347. 
	Chronic myeloproliferative disorder
	2/233
	0.082425231
	SOCS3;MEIS1

	348. 
	Promyelocytic leukemia
	2/233
	0.082425231
	ZFP36;MEIS1

	349. 
	Chronic diarrhea
	1/42
	0.082659545
	WIPF1

	350. 
	Disease due to Parvoviridae
	1/42
	0.082659545
	COPB2

	351. 
	Autoimmune hemolytic anemia
	1/43
	0.084544047
	CD55

	352. 
	Flushing
	1/43
	0.084544047
	PTGS1

	353. 
	Chloracne
	1/43
	0.084544047
	CREM

	354. 
	Acute intermittent porphyria
	1/43
	0.084544047
	ALAS1

	355. 
	Pulmonary Cystic Fibrosis
	1/43
	0.084544047
	ZFP36

	356. 
	Psoriasis
	4/818
	0.085456429
	NFKBIA;SOCS3;IL4R;CREM

	357. 
	Hepatitis B, Chronic
	2/238
	0.08546814
	NFKBIA;SOCS3

	358. 
	Autonomic nervous system disorders
	1/44
	0.086424772
	TSPYL1

	359. 
	Birthmark
	1/44
	0.086424772
	FANCL

	360. 
	Neurocognitive Disorders
	1/44
	0.086424772
	ZFP36

	361. 
	Chromosome Breakage
	1/44
	0.086424772
	FANCL

	362. 
	Paranasal Sinus Diseases
	1/44
	0.086424772
	WIPF1

	363. 
	Acquired aplastic anemia
	1/44
	0.086424772
	CD55

	364. 
	Tumor Angiogenesis
	3/511
	0.086661083
	TPX2;CD9;PTGS1

	365. 
	Allergic disposition
	2/240
	0.086694935
	IL4R;PTGS1

	366. 
	Meningioma, benign, no ICD-O subtype
	2/241
	0.087310364
	CD9;PTGS1

	367. 
	Carcinoma of bladder
	5/1162
	0.087358344
	CCNB2;TPX2;IL4R;FANCL;PTGS1

	368. 
	Ascites
	1/45
	0.088301727
	CD55

	369. 
	Cafe-au-Lait Spots
	1/45
	0.088301727
	FANCL

	370. 
	Leukemia, Plasma Cell
	1/45
	0.088301727
	SOCS3

	371. 
	Sleeplessness
	1/45
	0.088301727
	MEIS1

	372. 
	Diminished sweating
	1/45
	0.088301727
	NFKBIA

	373. 
	Moyamoya disease 1
	1/46
	0.09017492
	MMD

	374. 
	Sarcoidosis, Pulmonary
	1/46
	0.09017492
	NFKBIA

	375. 
	Hypohidrosis
	1/46
	0.09017492
	NFKBIA

	376. 
	Ketosis
	1/46
	0.09017492
	CD9

	377. 
	Disseminated Intravascular Coagulation
	1/46
	0.09017492
	ZFP36

	378. 
	Leukopenia
	2/246
	0.090407525
	SOCS3;FANCL

	379. 
	Hypertension, Renovascular
	1/47
	0.092044358
	PTGS1

	380. 
	Tracheoesophageal Fistula
	1/47
	0.092044358
	FANCL

	381. 
	Spinocerebellar Ataxia Type 6 (disorder)
	1/48
	0.093910048
	DNAJB1

	382. 
	Embryonal Neoplasm
	1/48
	0.093910048
	CD9

	383. 
	Medullary carcinoma
	1/49
	0.095771998
	PTGS1

	384. 
	Central nervous system demyelination
	1/49
	0.095771998
	COX15

	385. 
	Polyarthritis
	1/49
	0.095771998
	ZFP36

	386. 
	Moyamoya Disease
	1/50
	0.097630215
	MMD

	387. 
	Small Lymphocytic Lymphoma
	1/50
	0.097630215
	RAD51AP1

	388. 
	Hepatitis D Infection
	1/50
	0.097630215
	CD9

	389. 
	stage, prostate cancer
	1/50
	0.097630215
	NUSAP1

	390. 
	Hypertrichosis
	1/50
	0.097630215
	COX15

	391. 
	Sjogren's Syndrome
	2/260
	0.09925025
	NFKBIA;CD9

	392. 
	Cystadenoma
	1/51
	0.099484706
	PLK3

	393. 
	Lafora Disease
	1/51
	0.099484706
	DCP1A

	394. 
	Fibrosis, Liver
	3/545
	0.100368997
	NFKBIA;SOCS3;CD9

	395. 
	Male infertility
	2/263
	0.10117644
	TSPYL1;CREM

	396. 
	Malignant ascites
	1/52
	0.101335479
	CD9

	397. 
	Allergic sensitization
	1/52
	0.101335479
	IL4R

	398. 
	Drug usage
	1/52
	0.101335479
	ZFP36

	399. 
	Bladder Neoplasm
	5/1217
	0.101534625
	CCNB2;IL4R;FANCL;CD9;PTGS1

	400. 
	RESTING HEART RATE
	1/53
	0.10318254
	MEIS1

	401. 
	Bradycardia
	1/53
	0.10318254
	TSPYL1

	402. 
	Stevens-Johnson Syndrome
	1/53
	0.10318254
	IL4R

	403. 
	Interstitial Cystitis
	1/53
	0.10318254
	IL4R

	404. 
	Myeloid Leukemia, Chronic
	4/876
	0.103446136
	SOCS3;CD9;CD55;PTGS1

	405. 
	Liver carcinoma
	11/93
	0.104429925
	RAD51AP1;NFKBIA;DNAJB1;SOCS3;PLK3;TPX2;ZFP36;ALAS1;IL4R;ACTL6A;FDFT1

	406. 
	Malignant neoplasm of nasopharynx
	1/54
	0.105025898
	NFKBIA

	407. 
	Rotavirus Infections
	1/54
	0.105025898
	PTGS1

	408. 
	Stomach Carcinoma
	8/78
	0.106820801
	NFKBIA;SOCS3;PLK3;IL4R;CD9;IFIT1;CD55;PTGS1

	409. 
	Atherogenesis
	1/55
	0.106865559
	SOCS3

	410. 
	Fetal Alcohol Syndrome
	1/55
	0.106865559
	MEIS1

	411. 
	Dysmorphic features
	1/55
	0.106865559
	PTGS1

	412. 
	Early Rheumatoid Arthritis
	1/55
	0.106865559
	IL4R

	413. 
	Cerebral Ischemia
	2/275
	0.108985398
	NFKBIA;PLSCR1

	414. 
	Malignant neoplasm of colon stage IV
	1/57
	0.11053382
	TPX2

	415. 
	Carotid Artery Diseases
	1/57
	0.11053382
	NFKBIA

	416. 
	Abnormality of the voice
	1/57
	0.11053382
	TSPYL1

	417. 
	Ectodermal Dysplasia
	1/57
	0.11053382
	NFKBIA

	418. 
	Malignant neoplasm of stomach
	8/98
	0.1108015
	NFKBIA;SOCS3;PLK3;IL4R;CD9;IFIT1;CD55;PTGS1

	419. 
	Respiratory Tract Diseases
	1/58
	0.112362434
	PTGS1

	420. 
	Oncocytic Neoplasm
	1/58
	0.112362434
	CD9

	421. 
	Ambiguous Genitalia
	1/58
	0.112362434
	TSPYL1

	422. 
	Diffuse Large B-Cell Lymphoma
	3/575
	0.113152944
	TPX2;IL4R;SSBP2

	423. 
	Body fluid retention
	1/59
	0.11418738
	CD55

	424. 
	Sleep Apnea Syndromes
	1/59
	0.11418738
	TSPYL1

	425. 
	Radial club hand
	1/59
	0.11418738
	FANCL

	426. 
	Crohn Disease
	4/912
	0.115439023
	NFKBIA;SOCS3;IL4R;CREM

	427. 
	Factor V Leiden mutation
	1/60
	0.116008666
	ZFP36

	428. 
	Androgenetic Alopecia
	1/60
	0.116008666
	ZFP36

	429. 
	Sinusitis
	1/61
	0.117826298
	WIPF1

	430. 
	Leukemia, Large Granular Lymphocytic
	1/61
	0.117826298
	TSC22D1

	431. 
	Increased CSF lactate
	1/61
	0.117826298
	COX15

	432. 
	Viremia
	1/61
	0.117826298
	CD9

	433. 
	Disorders of Sex Development
	1/61
	0.117826298
	TSPYL1

	434. 
	Central neuroblastoma
	6/1655
	0.119400039
	SOCS3;TPX2;MEIS1;RGS16;CREM;CD9

	435. 
	Reticulosarcoma
	1/62
	0.119640284
	CD9

	436. 
	Marijuana Abuse
	1/62
	0.119640284
	FDFT1

	437. 
	Cancer of Nasopharynx
	1/62
	0.119640284
	NFKBIA

	438. 
	Hodgkin Disease
	3/592
	0.120666102
	NFKBIA;TPX2;IL4R

	439. 
	Bulbo-Spinal Atrophy, X-Linked
	1/63
	0.121450631
	DNAJB1

	440. 
	Necrotizing Enterocolitis
	1/63
	0.121450631
	IL4R

	441. 
	Chronic ear infection
	1/63
	0.121450631
	WIPF1

	442. 
	Pituitary Adenoma
	2/294
	0.121667111
	CCNB2;CREM

	443. 
	melanoma
	8/54
	0.12239417
	NFKBIA;SOCS3;ZFP36;MEIS1;CREM;CD9;PTGS1;FDFT1

	444. 
	Esophagitis
	1/64
	0.123257345
	PTGS1

	445. 
	Mastocytosis
	1/64
	0.123257345
	IL4R

	446. 
	Febrile Convulsions
	1/64
	0.123257345
	IFI44L

	447. 
	Chronic Fatigue Syndrome
	1/64
	0.123257345
	CD9

	448. 
	Polyp of large intestine
	1/64
	0.123257345
	PTGS1

	449. 
	Stress, Psychological
	1/65
	0.125060435
	NFKBIA

	450. 
	Paroxysmal nocturnal hemoglobinuria
	1/65
	0.125060435
	CD55

	451. 
	Adult Liver Carcinoma
	1/65
	0.125060435
	DNAJB1

	452. 
	Adenocarcinoma Of Esophagus
	2/299
	0.125064201
	CD55;PTGS1

	453. 
	Choriocarcinoma
	2/300
	0.125746444
	CD9;ZFP36L2

	454. 
	Shigella Infections
	1/66
	0.126859907
	WIPF1

	455. 
	Lymphoma
	5/1307
	0.127111469
	PLK3;ZFP36;TSC22D1;MMD;CD55

	456. 
	Congenital Abnormality
	3/607
	0.127448571
	ZFP36;MEIS1;TSPYL1

	457. 
	Colitis
	3/608
	0.127905692
	NFKBIA;SOCS3;CD55

	458. 
	Oxyphilic Adenoma
	1/67
	0.128655767
	CD9

	459. 
	Joint swelling
	1/67
	0.128655767
	SOCS3

	460. 
	Pustulosis of Palms and Soles
	1/67
	0.128655767
	NFKBIA

	461. 
	Asthma
	5/1313
	0.128917471
	SOCS3;ZFP36;IL4R;CD55;PTGS1

	462. 
	Recurrent infections
	1/68
	0.130448024
	WIPF1

	463. 
	Restless Legs Syndrome
	1/68
	0.130448024
	MEIS1

	464. 
	Short palpebral fissure
	1/68
	0.130448024
	FANCL

	465. 
	Undifferentiated leukemia
	1/68
	0.130448024
	MEIS1

	466. 
	Persistent infection
	1/68
	0.130448024
	SOCS3

	467. 
	Wiskott-Aldrich Syndrome
	1/68
	0.130448024
	WIPF1

	468. 
	Tumor Progression
	7/90
	0.130642396
	DNAJB1;SOCS3;PLK3;ZFP36;IL4R;RGS16;CD9

	469. 
	Malignant neoplasm of salivary gland
	1/69
	0.132236685
	TSC22D1

	470. 
	Chronic otitis media
	1/69
	0.132236685
	WIPF1

	471. 
	Diabetic Angiopathies
	1/69
	0.132236685
	CREM

	472. 
	Hepatitis
	2/317
	0.137481177
	SOCS3;PTGS1

	473. 
	Spinocerebellar Ataxia Type 7
	1/72
	0.137581155
	DNAJB1

	474. 
	West Nile viral infection
	1/72
	0.137581155
	SOCS3

	475. 
	Degenerative polyarthritis
	4/976
	0.138219984
	SOCS3;ZFP36;IL4R;PTGS1

	476. 
	Conventional (Clear Cell) Renal Cell Carcinoma
	3/631
	0.13858435
	SOCS3;TPX2;IL4R

	477. 
	hypopigmented skin patch
	1/73
	0.139355499
	FANCL

	478. 
	Urinary tract infection
	1/73
	0.139355499
	CD55

	479. 
	Inborn Errors of Metabolism
	1/73
	0.139355499
	FDFT1

	480. 
	Hamartoma
	1/74
	0.141126281
	PTGS1

	481. 
	Barrett Esophagus
	2/323
	0.14168102
	CD55;PTGS1

	482. 
	Ovarian Cysts
	1/75
	0.142893508
	PTGS1

	483. 
	Angiogenic Switch
	1/75
	0.142893508
	ZFP36

	484. 
	Apnea
	1/75
	0.142893508
	TSPYL1

	485. 
	Machado-Joseph Disease
	1/76
	0.144657188
	DNAJB1

	486. 
	Acute Undifferentiated Leukemia
	1/76
	0.144657188
	MEIS1

	487. 
	Primary infection NOS
	1/76
	0.144657188
	CD9

	488. 
	Amphetamine-Related Disorders
	1/76
	0.144657188
	CD55

	489. 
	Amphetamine Abuse
	1/76
	0.144657188
	CD55

	490. 
	Brain Neoplasms
	3/646
	0.145712533
	NFKBIA;SOCS3;TSC22D1

	491. 
	Osteopenia
	2/329
	0.145909104
	ZFP36;CREM

	492. 
	Superficial ulcer
	1/77
	0.146417326
	IL4R

	493. 
	PANIC DISORDER 1
	1/77
	0.146417326
	CREM

	494. 
	aggressive cancer
	1/77
	0.146417326
	IL4R

	495. 
	Amphetamine Addiction
	1/77
	0.146417326
	CD55

	496. 
	Adenoma
	4/1000
	0.147214793
	CCNB2;ZFP36;NUSAP1;PTGS1

	497. 
	Sicca Syndrome
	1/78
	0.148173931
	NFKBIA

	498. 
	Sudden infant death syndrome
	1/78
	0.148173931
	TSPYL1

	499. 
	Crohn's disease of large bowel
	1/78
	0.148173931
	SOCS3

	500. 
	Glioblastoma, IDH-Wildtype
	1/79
	0.149927009
	PTGS1

	501. 
	Gliosis
	1/79
	0.149927009
	COX15

	502. 
	Polyendocrinopathies, Autoimmune
	1/79
	0.149927009
	PTGS1

	503. 
	Graves Disease
	2/335
	0.150164156
	SOCS3;IL4R

	504. 
	Prion Diseases
	1/80
	0.151676567
	CD9

	505. 
	Reduced fetal movement
	1/81
	0.153422612
	COX15

	506. 
	Peptic Ulcer
	1/81
	0.153422612
	PTGS1

	507. 
	Acute myelomonocytic leukemia
	1/81
	0.153422612
	PLSCR1

	508. 
	Pancreatic Neoplasm
	3/665
	0.154916618
	NFKBIA;TPX2;IL4R

	509. 
	Thalassemia
	1/82
	0.15516515
	TSPYL1

	510. 
	Squamous cell carcinoma of esophagus
	4/1023
	0.156051475
	NFKBIA;MEIS1;CREM;SSBP2

	511. 
	Chronic Obstructive Airway Disease
	3/669
	0.156878239
	SOCS3;WIPF1;PTGS1

	512. 
	bone destruction
	1/83
	0.156904189
	SOCS3

	513. 
	Hay fever
	1/83
	0.156904189
	IL4R

	514. 
	Hyperalgesia, Secondary
	1/84
	0.158639735
	PTGS1

	515. 
	Situs Inversus
	1/84
	0.158639735
	ZFP36

	516. 
	Chronic sinusitis
	1/84
	0.158639735
	SOCS3

	517. 
	Thrombophilia
	1/84
	0.158639735
	PLSCR1

	518. 
	Allodynia
	1/84
	0.158639735
	PTGS1

	519. 
	Ovarian Carcinoma
	7/03
	0.159265769
	NFKBIA;PLK3;PLSCR1;IL4R;CD9;CD55;PTGS1

	520. 
	Hyperalgesia, Primary
	1/85
	0.160371796
	PTGS1

	521. 
	Hurthle Cell Tumor
	1/85
	0.160371796
	CD9

	522. 
	Increased tendency to bruise
	1/85
	0.160371796
	WIPF1

	523. 
	Leishmaniasis, Visceral
	1/86
	0.162100378
	IL4R

	524. 
	MYELODYSPLASTIC SYNDROME
	3/683
	0.163806733
	MEIS1;IFIT1;CD55

	525. 
	Actinic keratosis
	1/87
	0.163825488
	PTGS1

	526. 
	Retroviridae Infections
	1/88
	0.165547132
	CD9

	527. 
	Cerebral Palsy
	1/89
	0.167265318
	PTGS1

	528. 
	Tactile Allodynia
	1/89
	0.167265318
	PTGS1

	529. 
	Wheezing
	1/89
	0.167265318
	IL4R

	530. 
	Skin carcinoma
	1/90
	0.168980052
	IL4R

	531. 
	Malignant Neoplasms
	5/1438
	0.169194899
	SOCS3;ZFP36;MEIS1;IL4R;WIPF1

	532. 
	Autoimmune Diseases
	4/1060
	0.170687942
	ZFP36;WIPF1;CREM;CD55

	533. 
	Lymphadenopathy
	1/91
	0.170691341
	CD9

	534. 
	Adrenal Cortical Adenoma
	1/92
	0.172399192
	ABLIM1

	535. 
	Osteoarthritis, Knee
	1/93
	0.174103612
	SOCS3

	536. 
	Panic Disorder
	1/93
	0.174103612
	CREM

	537. 
	Coughing
	1/93
	0.174103612
	IL4R

	538. 
	Edema
	1/93
	0.174103612
	CD55

	539. 
	Traditional Serrated Adenoma
	1/94
	0.175804607
	PTGS1

	540. 
	Sciatic Neuropathy
	1/95
	0.177502183
	NFKBIA

	541. 
	Gastric ulcer
	1/95
	0.177502183
	PTGS1

	542. 
	Sparse hair
	1/96
	0.179196349
	NFKBIA

	543. 
	Thin, sparse hair
	1/96
	0.179196349
	NFKBIA

	544. 
	Gilles de la Tourette syndrome
	1/97
	0.18088711
	MEIS1

	545. 
	Squamous cell carcinoma
	6/1876
	0.182230377
	NFKBIA;CCNB2;SOCS3;TPX2;NUSAP1;PTGS1

	546. 
	Mycobacterium Infections
	1/98
	0.182574472
	CD9

	547. 
	Central Serous Chorioretinopathy
	1/98
	0.182574472
	DNAJB1

	548. 
	Chronic Kidney Diseases
	2/380
	0.182814908
	SOCS3;PTGS1

	549. 
	Ischemia of kidney
	1/99
	0.184258444
	CD55

	550. 
	Rhinitis
	1/100
	0.18593903
	IL4R

	551. 
	Mood swings
	1/100
	0.18593903
	COX15

	552. 
	Invasive carcinoma of breast
	2/385
	0.186510785
	ZFP36;CD9

	553. 
	Hepatitis C, Chronic
	2/386
	0.187251336
	SOCS3;FDFT1

	554. 
	Leukemogenesis
	3/730
	0.187727698
	ZFP36;MEIS1;TSC22D1

	555. 
	Cardiomyopathy, Familial Idiopathic
	2/388
	0.188733775
	DNAJB1;IL4R

	556. 
	Heart Decompensation
	1/102
	0.189290076
	PTGS1

	557. 
	Specific learning disability
	1/103
	0.190960549
	WIPF1

	558. 
	HIV Coinfection
	1/103
	0.190960549
	IL4R

	559. 
	Death in infancy
	1/103
	0.190960549
	TSPYL1

	560. 
	Death in early childhood
	1/104
	0.192627663
	TSPYL1

	561. 
	Acute pancreatitis
	1/104
	0.192627663
	NFKBIA

	562. 
	Ischemic stroke
	2/394
	0.193191443
	MMD;PTGS1

	563. 
	Diabetes Mellitus
	5/1507
	0.193408994
	SOCS3;ZFP36;ALAS1;IL4R;PTGS1

	564. 
	Leukoencephalopathy, Progressive Multifocal
	1/105
	0.194291425
	CD9

	565. 
	Chronic Lymphocytic Leukemia
	4/1120
	0.195433087
	ZFP36;IL4R;CD9;CD55

	566. 
	Heart Failure, Right-Sided
	1/106
	0.195951843
	PTGS1

	567. 
	Carcinoma, Transitional Cell
	2/399
	0.196917468
	MMD;CD9

	568. 
	Head and Neck Neoplasms
	1/107
	0.197608922
	PTGS1

	569. 
	Vascular Diseases
	2/401
	0.198410615
	SOCS3;MMD

	570. 
	Mechanical Allodynia
	1/108
	0.199262668
	PTGS1

	571. 
	Myocardial Failure
	1/108
	0.199262668
	PTGS1

	572. 
	Tumor Promotion
	1/108
	0.199262668
	ZFP36

	573. 
	Waldenstrom Macroglobulinemia
	1/108
	0.199262668
	IL4R

	574. 
	Hyperalgesia, Thermal
	1/109
	0.20091309
	PTGS1

	575. 
	Convulsive Seizures
	1/109
	0.20091309
	PLK3

	576. 
	Reperfusion Injury
	1/110
	0.202560192
	PTGS1

	577. 
	Post-Traumatic Stress Disorder
	1/110
	0.202560192
	INPP1

	578. 
	Physical Activity Measurement
	1/111
	0.204203983
	MEIS1

	579. 
	Malignant neoplasm of urinary bladder
	4/1144
	0.205647692
	CCNB2;IL4R;FANCL;PTGS1

	580. 
	Merkel cell carcinoma
	1/112
	0.205844467
	CD9

	581. 
	Cholera
	1/112
	0.205844467
	CD55

	582. 
	Synovitis
	1/112
	0.205844467
	PTGS1

	583. 
	Cocaine-Related Disorders
	1/113
	0.207481651
	FDFT1

	584. 
	Paresis
	1/113
	0.207481651
	MMD

	585. 
	Lymphocyte Count measurement
	1/114
	0.209115543
	ZFP36L2

	586. 
	Urticaria
	1/114
	0.209115543
	CD9

	587. 
	leiomyosarcoma
	1/114
	0.209115543
	SOCS3

	588. 
	Obesity
	6/61
	0.209542168
	DNAJB1;SOCS3;ZFP36;WIPF1;CREM;FDFT1

	589. 
	Acute Myeloid Leukemia, M1
	1/116
	0.212373474
	CD9

	590. 
	Experimental Hepatoma
	1/116
	0.212373474
	TSC22D1

	591. 
	Liver Neoplasms, Experimental
	1/116
	0.212373474
	TSC22D1

	592. 
	Organic Mental Disorders, Substance-Induced
	1/116
	0.212373474
	ABLIM1

	593. 
	Prescription Drug Abuse
	1/116
	0.212373474
	ABLIM1

	594. 
	Primary microcephaly
	1/116
	0.212373474
	FANCL

	595. 
	Benign Prostatic Hyperplasia
	2/420
	0.212665715
	WIPF1;SSBP2

	596. 
	Anemia, Hemolytic
	1/118
	0.21561831
	WIPF1

	597. 
	Convulsions
	1/118
	0.21561831
	PLK3

	598. 
	Hepatitis C
	3/783
	0.215752306
	SOCS3;IFIT1;CD55

	599. 
	Hepatoma, Novikoff
	1/119
	0.217235833
	TSC22D1

	600. 
	Infarction, Middle Cerebral Artery
	1/119
	0.217235833
	NFKBIA

	601. 
	Hyperalgesia
	1/119
	0.217235833
	PTGS1

	602. 
	Increased serum lactate
	1/119
	0.217235833
	COX15

	603. 
	Drug Use Disorders
	1/119
	0.217235833
	ABLIM1

	604. 
	Cardiovascular Diseases
	3/787
	0.217905895
	IL4R;PTGS1;FDFT1

	605. 
	Liver Failure, Acute
	1/120
	0.218850102
	ALAS1

	606. 
	Hepatoma, Morris
	1/121
	0.220461123
	TSC22D1

	607. 
	Hypodontia
	1/121
	0.220461123
	NFKBIA

	608. 
	Acute Myeloid Leukemia (AML-M2)
	1/121
	0.220461123
	CD9

	609. 
	Pilocytic Astrocytoma
	1/122
	0.222068903
	SOCS3

	610. 
	Spasmodic movement
	1/123
	0.223673447
	TSPYL1

	611. 
	Substance-Related Disorders
	1/123
	0.223673447
	ABLIM1

	612. 
	Hyperplasia
	1/123
	0.223673447
	ZFP36

	613. 
	Involuntary jerking movements
	1/123
	0.223673447
	TSPYL1

	614. 
	Familial M??ni??re disease
	1/125
	0.226872855
	NFKBIA

	615. 
	Arthropathy
	1/125
	0.226872855
	PTGS1

	616. 
	HIV Infections
	3/806
	0.228200179
	SOCS3;IL4R;CD9

	617. 
	Laryngeal Squamous Cell Carcinoma
	1/126
	0.228467731
	CCNB2

	618. 
	Left-Sided Heart Failure
	1/126
	0.228467731
	PTGS1

	619. 
	Gastritis, Atrophic
	1/127
	0.230059398
	IL4R

	620. 
	Sarcomatoid Renal Cell Carcinoma
	1/128
	0.23164786
	IL4R

	621. 
	Cocaine Abuse
	1/128
	0.23164786
	FDFT1

	622. 
	Peritonitis
	1/128
	0.23164786
	SOCS3

	623. 
	Precancerous Conditions
	2/446
	0.232339165
	NFKBIA;PTGS1

	624. 
	Hepatitis, Autoimmune
	1/129
	0.233233126
	IL4R

	625. 
	Lyme Disease
	1/130
	0.2348152
	PTGS1

	626. 
	Neoplastic Cell Transformation
	1/131
	0.236394089
	TSC22D1

	627. 
	Disorder of eye
	1/131
	0.236394089
	TSPYL1

	628. 
	Pseudohyperkalemia Cardiff
	1/131
	0.236394089
	SOCS3

	629. 
	Sleep Apnea, Obstructive
	1/132
	0.2379698
	PTGS1

	630. 
	Vesicular Stomatitis
	1/133
	0.239542338
	PLSCR1

	631. 
	Thyroid Gland Follicular Adenoma
	1/134
	0.241111711
	CREM

	632. 
	Stomach Neoplasms
	3/835
	0.244099379
	SOCS3;CD9;PTGS1

	633. 
	Melanoma, B16
	1/136
	0.244240982
	IL4R

	634. 
	Bipolar Disorder
	3/837
	0.245203382
	DNAJB1;INPP1;CREM

	635. 
	Lymphopenia
	1/137
	0.245800893
	WIPF1

	636. 
	Collecting Duct Carcinoma of the Kidney
	1/138
	0.247357663
	IL4R

	637. 
	Abdominal discomfort
	1/138
	0.247357663
	CD55

	638. 
	Ureteral obstruction
	1/138
	0.247357663
	PTGS1

	639. 
	Drug habituation
	1/138
	0.247357663
	ABLIM1

	640. 
	Cholangitis, Sclerosing
	1/140
	0.250461803
	CREM

	641. 
	Gastrointestinal pain
	1/140
	0.250461803
	CD55

	642. 
	Substance Dependence
	1/140
	0.250461803
	ABLIM1

	643. 
	Acid reflux
	1/140
	0.250461803
	TSPYL1

	644. 
	Lip and Oral Cavity Carcinoma
	2/473
	0.252903854
	NFKBIA;PTGS1

	645. 
	Mycosis Fungoides
	1/142
	0.253553451
	SOCS3

	646. 
	Vascular inflammations
	1/142
	0.253553451
	ZFP36

	647. 
	Substance Use Disorders
	1/143
	0.255094607
	ABLIM1

	648. 
	Diabetes Mellitus, Non-Insulin-Dependent
	5/1672
	0.255925602
	SOCS3;ZFP36;IL4R;TSC22D1;CREM

	649. 
	Encephalitis
	1/144
	0.256632658
	NFKBIA

	650. 
	Mammary Carcinoma, Animal
	1/145
	0.25816761
	TSC22D1

	651. 
	Nerve Degeneration
	1/145
	0.25816761
	CD9

	652. 
	Thrombocythemia, Essential
	1/145
	0.25816761
	SOCS3

	653. 
	Animal Mammary Neoplasms
	1/145
	0.25816761
	TSC22D1

	654. 
	Cardiomyopathies
	2/480
	0.258248928
	COX15;CREM

	655. 
	Diabetes
	4/1268
	0.260769611
	SOCS3;ZFP36;ALAS1;PTGS1

	656. 
	Glaucoma, Primary Open Angle
	1/147
	0.261228244
	PTGS1

	657. 
	Hematological Disease
	1/147
	0.261228244
	NFKBIA

	658. 
	Pain
	2/485
	0.262068867
	NFKBIA;PTGS1

	659. 
	Chronic Periodontitis
	1/148
	0.262753938
	IL4R

	660. 
	Lactic acidemia
	1/148
	0.262753938
	COX15

	661. 
	Dystonic disease
	1/148
	0.262753938
	COX15

	662. 
	Chromophobe Renal Cell Carcinoma
	1/149
	0.264276557
	IL4R

	663. 
	Adrenoleukodystrophy
	1/149
	0.264276557
	SOCS3

	664. 
	Anemia
	2/490
	0.26589002
	FANCL;CD55

	665. 
	Pulmonary Hypertension
	1/151
	0.267312598
	ALAS1

	666. 
	Malignant neoplasm of mouth
	2/492
	0.267418729
	NFKBIA;PTGS1

	667. 
	Sezary Syndrome
	1/153
	0.270336415
	SOCS3

	668. 
	Hyperlipoproteinemia Type IIa
	1/153
	0.270336415
	IL4R

	669. 
	Abdominal Pain
	1/153
	0.270336415
	CD55

	670. 
	Hypercholesterolemia, Familial
	1/154
	0.271843754
	IL4R

	671. 
	Myoclonus
	1/154
	0.271843754
	TSPYL1

	672. 
	Substance abuse problem
	1/155
	0.273348056
	ABLIM1

	673. 
	Other specified transient cerebral ischemias
	1/155
	0.273348056
	CREM

	674. 
	Abnormality of metabolism/homeostasis
	1/155
	0.273348056
	TSPYL1

	675. 
	Aplastic Anemia
	1/155
	0.273348056
	CD55

	676. 
	Adult T-Cell Lymphoma/Leukemia
	2/500
	0.273534328
	IL4R;CD9

	677. 
	Mucocutaneous Lymph Node Syndrome
	1/156
	0.274849325
	COPB2

	678. 
	Herpes Simplex Infections
	2/503
	0.275827765
	NFKBIA;DNAJB1

	679. 
	Cocaine Dependence
	1/157
	0.276347568
	FDFT1

	680. 
	Hypertriglyceridemia
	1/157
	0.276347568
	SOCS3

	681. 
	Malignant Glioma
	2/504
	0.27659223
	ZFP36;IL4R

	682. 
	Malignant neoplasm of thyroid
	2/505
	0.277356682
	SOCS3;CREM

	683. 
	Hypertensive disease
	4/1310
	0.280145101
	NFKBIA;IL4R;MMD;PTGS1

	684. 
	Mammary Neoplasms, Experimental
	1/160
	0.280824199
	TSC22D1

	685. 
	Familial multiple trichoepitheliomata
	1/161
	0.282310397
	CD55

	686. 
	Juvenile psoriatic arthritis
	1/161
	0.282310397
	CREM

	687. 
	Major Depressive Disorder
	2/513
	0.28347148
	CREM;CD9

	688. 
	Heartburn
	1/162
	0.283793598
	TSPYL1

	689. 
	Nephritis
	1/162
	0.283793598
	PTGS1

	690. 
	Liver neoplasms
	4/1321
	0.285264243
	RAD51AP1;DNAJB1;SOCS3;ALAS1

	691. 
	Inflammatory dermatosis
	1/163
	0.285273809
	FDFT1

	692. 
	Allergic rhinitis (disorder)
	1/163
	0.285273809
	IL4R

	693. 
	Unipolar Depression
	2/517
	0.28652802
	CREM;CD9

	694. 
	Epithelial ovarian cancer
	4/1329
	0.288997618
	NFKBIA;PLSCR1;CD55;PTGS1

	695. 
	Anaplastic astrocytoma
	1/166
	0.289696555
	TSC22D1

	696. 
	Irritable Bowel Syndrome
	1/167
	0.291164862
	NFKBIA

	697. 
	Progressive Neoplastic Disease
	1/167
	0.291164862
	IL4R

	698. 
	Childhood Leukemia
	1/168
	0.292630208
	MEIS1

	699. 
	Juvenile-Onset Still Disease
	1/168
	0.292630208
	CREM

	700. 
	Polycystic Ovary Syndrome
	2/526
	0.293401928
	DNAJB1;SOCS3

	701. 
	Tuberculosis, Pulmonary
	1/169
	0.294092597
	CD9

	702. 
	Papillary Renal Cell Carcinoma
	1/169
	0.294092597
	IL4R

	703. 
	Progressive cGVHD
	1/169
	0.294092597
	IL4R

	704. 
	Hepatocarcinogenesis
	2/527
	0.294165346
	NFKBIA;SOCS3

	705. 
	Developmental Disabilities
	1/170
	0.295552038
	MEIS1

	706. 
	Blood Coagulation Disorders
	1/171
	0.297008534
	MMD

	707. 
	Renal Cell Carcinoma
	4/1348
	0.297896731
	DNAJB1;SOCS3;IL4R;PTGS1

	708. 
	Fever
	1/173
	0.299912718
	WIPF1

	709. 
	Drug Dependence
	1/175
	0.302805196
	ABLIM1

	710. 
	Well Differentiated Oligodendroglioma
	1/176
	0.304247059
	TSC22D1

	711. 
	Hemoglobin low
	1/177
	0.305686013
	FANCL

	712. 
	Platelet mean volume determination (procedure)
	1/177
	0.305686013
	CD9

	713. 
	Intrahepatic Cholangiocarcinoma
	1/177
	0.305686013
	RAD51AP1

	714. 
	Neutropenia
	1/178
	0.307122064
	SOCS3

	715. 
	Metabolic Syndrome X
	2/548
	0.310174259
	SOCS3;ZFP36

	716. 
	Ciliopathies
	1/181
	0.311412851
	TXNDC15

	717. 
	Diabetes Mellitus, Insulin-Dependent
	3/956
	0.312093244
	NFKBIA;SOCS3;IL4R

	718. 
	Nephrotic Syndrome
	1/182
	0.312837344
	IL4R

	719. 
	Hepatitis, Chronic
	1/183
	0.314258962
	SOCS3

	720. 
	Neoplasm Invasiveness
	1/183
	0.314258962
	ZFP36

	721. 
	oligodendroglioma
	1/183
	0.314258962
	TSC22D1

	722. 
	Proteinuria
	1/184
	0.31567771
	CD55

	723. 
	Respiratory Failure
	1/185
	0.317093595
	COX15

	724. 
	Adrenocortical carcinoma
	1/185
	0.317093595
	IL4R

	725. 
	Hashimoto Disease
	1/186
	0.318506621
	NFKBIA

	726. 
	Respiratory Distress Syndrome, Adult
	1/186
	0.318506621
	NFKBIA

	727. 
	Bronchopulmonary Dysplasia
	1/188
	0.321324122
	NFKBIA

	728. 
	Acquired Immunodeficiency Syndrome
	1/188
	0.321324122
	CD9

	729. 
	Adult Glioblastoma
	1/189
	0.322728608
	PTGS1

	730. 
	Transient Ischemic Attack
	1/191
	0.325529077
	CREM

	731. 
	Platelet Count measurement
	1/191
	0.325529077
	ZFP36L2

	732. 
	Steatohepatitis
	2/569
	0.326122775
	COX15;FDFT1

	733. 
	Coronary Artery Disease
	3/981
	0.326322119
	NFKBIA;MMD;PTGS1

	734. 
	Small head
	2/570
	0.326880322
	COX15;FANCL

	735. 
	Eclampsia
	1/194
	0.32970861
	PTGS1

	736. 
	Decreased tendon reflex
	1/195
	0.331096164
	TSPYL1

	737. 
	Eosinophil count procedure
	1/201
	0.339362832
	IL4R

	738. 
	Eosinophil count result
	1/201
	0.339362832
	IL4R

	739. 
	Renal fibrosis
	1/202
	0.340730885
	SOCS3

	740. 
	Medulloblastoma
	2/590
	0.341987889
	NFKBIA;MEIS1

	741. 
	Muscular Dystrophy
	1/203
	0.342096174
	MMD

	742. 
	Leukodystrophy
	1/204
	0.343458704
	COX15

	743. 
	Polycythemia Vera
	1/207
	0.347529798
	SOCS3

	744. 
	Liver Dysfunction
	1/207
	0.347529798
	SOCS3

	745. 
	Addictive Behavior
	1/208
	0.348881348
	MEIS1

	746. 
	Nonalcoholic Steatohepatitis
	1/209
	0.350230167
	FDFT1

	747. 
	Germ cell tumor
	1/210
	0.35157626
	CD9

	748. 
	Glomerulonephritis
	1/210
	0.35157626
	PTGS1

	749. 
	Neurofibromatosis 1
	1/210
	0.35157626
	FANCL

	750. 
	Lupus Nephritis
	1/210
	0.35157626
	PTGS1

	751. 
	Congenital contractural arachnodactyly
	1/212
	0.354260288
	PLK3

	752. 
	Lymphoid leukemia
	1/213
	0.355598234
	ZFP36L2

	753. 
	Frontal bossing
	1/216
	0.359595867
	NFKBIA

	754. 
	Dyslipidemias
	1/216
	0.359595867
	SOCS3

	755. 
	Status Epilepticus
	1/221
	0.366204883
	SOCS3

	756. 
	Microphthalmos
	1/222
	0.367518678
	MEIS1

	757. 
	Blood basophil count (lab test)
	1/224
	0.370138303
	IL4R

	758. 
	Malnutrition
	1/225
	0.371444142
	ZFP36

	759. 
	Triple Negative Breast Neoplasms
	2/632
	0.373385548
	SOCS3;NUSAP1

	760. 
	Ki-1+ Anaplastic Large Cell Lymphoma
	1/228
	0.375345834
	SOCS3

	761. 
	Drug abuse
	1/229
	0.376641139
	ABLIM1

	762. 
	Esophageal Neoplasms
	2/637
	0.377088458
	TPX2;PTGS1

	763. 
	Ductal Carcinoma
	1/230
	0.377933824
	CD9

	764. 
	Kidney Diseases
	2/639
	0.378567329
	SOCS3;ZFP36

	765. 
	Anemia, Sickle Cell
	1/231
	0.379223893
	CD55

	766. 
	Hyperlipidemia
	1/232
	0.380511352
	PTGS1

	767. 
	Hypoglycemia
	1/232
	0.380511352
	SOCS3

	768. 
	Feeding difficulties in infancy
	1/233
	0.381796205
	TSPYL1

	769. 
	Hamman-Rich syndrome
	1/233
	0.381796205
	IL4R

	770. 
	Tumor Initiation
	1/234
	0.383078459
	NFKBIA

	771. 
	Encephalopathies
	1/234
	0.383078459
	COX15

	772. 
	Microcephaly
	1/235
	0.384358118
	COPB2

	773. 
	Plaque, Amyloid
	1/235
	0.384358118
	PTGS1

	774. 
	Sarcoidosis
	1/236
	0.385635187
	NFKBIA

	775. 
	Arteriosclerosis
	3/1087
	0.386592691
	SOCS3;ZFP36;PTGS1

	776. 
	Endometrial Neoplasms
	1/238
	0.388181577
	SOCS3

	777. 
	Medullary carcinoma of thyroid
	1/239
	0.389450907
	PTGS1

	778. 
	Hypercholesterolemia
	1/240
	0.390717669
	FDFT1

	779. 
	Gastroesophageal reflux disease
	1/246
	0.398264562
	TSPYL1

	780. 
	Kidney Neoplasm
	1/246
	0.398264562
	CD9

	781. 
	FANCONI ANEMIA, COMPLEMENTATION GROUP A (disorder)
	1/249
	0.402003731
	FANCL

	782. 
	Malignant neoplasm of ovary
	5/26
	0.402553204
	NFKBIA;PLSCR1;IL4R;CD55;PTGS1

	783. 
	Immune System Diseases
	1/250
	0.403245076
	SOCS3

	784. 
	Malignant neoplasm of esophagus
	2/673
	0.403493581
	TPX2;PTGS1

	785. 
	Dystonia
	1/251
	0.404483907
	COX15

	786. 
	Urothelial Carcinoma
	1/257
	0.411864372
	MMD

	787. 
	Atherosclerosis
	3/1134
	0.413048304
	SOCS3;ZFP36;PTGS1

	788. 
	Malignant Pleural Mesothelioma
	1/260
	0.415521064
	SOCS3

	789. 
	Lymphoma, T-Cell, Cutaneous
	1/260
	0.415521064
	SOCS3

	790. 
	Hepatitis A
	1/261
	0.416735025
	SOCS3

	791. 
	Endothelial dysfunction
	1/262
	0.417946526
	PTGS1

	792. 
	Brain Ischemia
	1/264
	0.420362167
	NFKBIA

	793. 
	Refractory anemias
	1/266
	0.422768027
	CD55

	794. 
	Memory impairment
	1/267
	0.4239673
	PTGS1

	795. 
	Trichohepatoenteric Syndrome
	1/267
	0.4239673
	ZFP36

	796. 
	Adenocarcinoma of colon
	1/267
	0.4239673
	ZFP36

	797. 
	Myopia
	1/269
	0.426358559
	IFIT1

	798. 
	Rectal Carcinoma
	1/276
	0.434651942
	PTGS1

	799. 
	Seizures
	3/1174
	0.435323432
	PLK3;COX15;CREM

	800. 
	Congenital Heart Defects
	1/277
	0.435827121
	MEIS1

	801. 
	Thyroid carcinoma
	2/721
	0.437909846
	SOCS3;CREM

	802. 
	Experimental Organism Basal Cell Carcinoma
	1/282
	0.441667358
	PTGS1

	803. 
	Dysarthria
	1/282
	0.441667358
	COX15

	804. 
	Cerebral Infarction
	1/283
	0.442828307
	PLSCR1

	805. 
	Anaplasia
	1/283
	0.442828307
	SOCS3

	806. 
	Low density lipoprotein cholesterol measurement
	1/283
	0.442828307
	PTGS1

	807. 
	Lupus Vulgaris
	1/284
	0.443986901
	CREM

	808. 
	Congenital hypoplasia of penis
	1/285
	0.445143144
	TSPYL1

	809. 
	Anoxia
	1/288
	0.448597817
	PLK3

	810. 
	Fanconi Anemia
	1/290
	0.450889264
	FANCL

	811. 
	Neurodegenerative Disorders
	2/745
	0.454737767
	DNAJB1;SOCS3

	812. 
	Pituitary Neoplasms
	1/296
	0.457708005
	CCNB2

	813. 
	Idiopathic pulmonary arterial hypertension
	1/297
	0.458836402
	DNAJB1

	814. 
	Kidney Failure
	1/297
	0.458836402
	PTGS1

	815. 
	Epithelioma
	1/298
	0.459962508
	MEIS1

	816. 
	Senile Plaques
	1/301
	0.463327125
	PTGS1

	817. 
	Hyperreflexia
	1/301
	0.463327125
	COX15

	818. 
	Cutaneous Melanoma
	1/301
	0.463327125
	SOCS3

	819. 
	Coronary Arteriosclerosis
	2/760
	0.465116937
	NFKBIA;PTGS1

	820. 
	Lupus Erythematosus
	1/304
	0.466671288
	CREM

	821. 
	Neoplasms
	3/1236
	0.469280526
	SOCS3;ZFP36;MEIS1

	822. 
	Serum total cholesterol measurement
	1/307
	0.469995118
	PTGS1

	823. 
	Cerebrovascular accident
	2/768
	0.470607584
	IL4R;PTGS1

	824. 
	Lupus Erythematosus, Discoid
	1/309
	0.472199768
	CREM

	825. 
	Kidney Failure, Acute
	1/310
	0.473298735
	NFKBIA

	826. 
	Psychotic Disorders
	1/317
	0.480929241
	CD9

	827. 
	High density lipoprotein measurement
	1/324
	0.488451859
	FDFT1

	828. 
	T-Cell Lymphoma
	1/324
	0.488451859
	SOCS3

	829. 
	Impaired glucose tolerance
	1/326
	0.490581571
	SOCS3

	830. 
	Juvenile arthritis
	1/326
	0.490581571
	CREM

	831. 
	Hypertrophic Cardiomyopathy
	1/328
	0.492702632
	COX15

	832. 
	Diarrhea
	1/329
	0.493759929
	CD55

	833. 
	Primary biliary cirrhosis
	1/329
	0.493759929
	CD9

	834. 
	Fatigue
	1/330
	0.494815076
	WIPF1

	835. 
	Non-alcoholic Fatty Liver Disease
	1/334
	0.499014249
	FDFT1

	836. 
	Mood Disorders
	1/336
	0.501101046
	CD9

	837. 
	Blepharoptosis
	1/337
	0.502141262
	COX15

	838. 
	Muscle Weakness
	1/339
	0.50421535
	MMD

	839. 
	Ankylosing spondylitis
	1/348
	0.513444897
	CREM

	840. 
	Amyloidosis
	2/833
	0.514003295
	SOCS3;PTGS1

	841. 
	Ewings sarcoma
	1/352
	0.517492909
	NFKBIA

	842. 
	Muscle Spasticity
	1/353
	0.518499767
	COX15

	843. 
	Endometrial Carcinoma
	2/840
	0.518542784
	SOCS3;CD9

	844. 
	Adenocarcinoma of pancreas
	1/354
	0.519504575
	TPX2

	845. 
	Optic Atrophy
	1/363
	0.52845627
	COX15

	846. 
	Leukemia, T-Cell
	1/364
	0.529440801
	IL4R

	847. 
	Nephroblastoma
	1/370
	0.535306012
	FANCL

	848. 
	Hyperinsulinism
	1/377
	0.542058646
	NFKBIA

	849. 
	Age related macular degeneration
	1/382
	0.546823246
	CD55

	850. 
	Mesothelioma
	1/383
	0.547770346
	SOCS3

	851. 
	Mitochondrial Diseases
	1/384
	0.548715514
	COX15

	852. 
	Adenomatous Polyposis Coli
	1/392
	0.556207797
	PTGS1

	853. 
	Anxiety Disorders
	1/396
	0.559908291
	CREM

	854. 
	Rhabdomyosarcoma
	1/397
	0.560828701
	ACTL6A

	855. 
	Coronary heart disease
	2/913
	0.564256409
	NFKBIA;PTGS1

	856. 
	Schizophrenia
	4/23
	0.564802648
	DNAJB1;CREM;CD9;PTGS1

	857. 
	Strabismus
	1/404
	0.567219191
	COX15

	858. 
	Curvature of spine
	1/408
	0.570830071
	FANCL

	859. 
	Retinitis Pigmentosa
	1/410
	0.572624472
	COX15

	860. 
	Cryptorchidism
	1/414
	0.576191343
	TSPYL1

	861. 
	ovarian neoplasm
	2/938
	0.579213792
	IL4R;PTGS1

	862. 
	Acquired scoliosis
	1/418
	0.579729164
	FANCL

	863. 
	Cardiomyopathy, Dilated
	1/419
	0.580609108
	DNAJB1

	864. 
	Dull intelligence
	2/947
	0.584509856
	COX15;FANCL

	865. 
	Low intelligence
	2/947
	0.584509856
	COX15;FANCL

	866. 
	Cirrhosis
	1/433
	0.592741194
	SOCS3

	867. 
	nervous system disorder
	1/436
	0.595296023
	COX15

	868. 
	Cognitive delay
	2/966
	0.595535664
	COX15;FANCL

	869. 
	Childhood Acute Lymphoblastic Leukemia
	1/443
	0.601196636
	MEIS1

	870. 
	Poor school performance
	2/985
	0.606350829
	COX15;FANCL

	871. 
	Anxiety
	1/464
	0.618399339
	CREM

	872. 
	Epileptic encephalopathy
	1/468
	0.621592947
	COX15

	873. 
	Septicemia
	1/468
	0.621592947
	SOCS3

	874. 
	Sensorineural Hearing Loss (disorder)
	1/471
	0.623971027
	COX15

	875. 
	Mental and motor retardation
	2/1021
	0.626263832
	COX15;FANCL

	876. 
	Mental deficiency
	2/1032
	0.632197223
	COX15;FANCL

	877. 
	Nystagmus
	1/500
	0.646220154
	COX15

	878. 
	Secondary malignant neoplasm of liver
	1/508
	0.652128336
	CD9

	879. 
	Malignant neoplasm of large intestine
	1/516
	0.657940217
	SOCS3

	880. 
	Cataract
	1/519
	0.660095158
	FDFT1

	881. 
	Sepsis
	1/529
	0.667183068
	SOCS3

	882. 
	Undergrowth
	1/529
	0.667183068
	COX15

	883. 
	Global developmental delay
	2/1102
	0.668306267
	COX15;FANCL

	884. 
	Multiple Sclerosis
	2/1106
	0.670284139
	SOCS3;IL4R

	885. 
	Failure to gain weight
	1/539
	0.674126706
	COX15

	886. 
	Lymphoma, Non-Hodgkin
	1/539
	0.674126706
	TPX2

	887. 
	Pediatric failure to thrive
	1/543
	0.67686441
	COX15

	888. 
	Metastatic Neoplasm
	1/544
	0.677545322
	NUSAP1

	889. 
	Systemic Scleroderma
	1/562
	0.689565052
	IFIT1

	890. 
	Cerebellar Ataxia
	1/565
	0.691525378
	COX15

	891. 
	Mental Retardation
	2/1158
	0.695167347
	COX15;FANCL

	892. 
	Papillary thyroid carcinoma
	1/571
	0.695409864
	CREM

	893. 
	Mental Depression
	1/575
	0.697972965
	PTGS1

	894. 
	Epilepsy
	2/1177
	0.703879412
	PLK3;COX15

	895. 
	Adenocarcinoma of lung (disorder)
	2/1187
	0.708384134
	CCNB2;CD9

	896. 
	Cystic Fibrosis
	1/594
	0.709863139
	ZFP36

	897. 
	Liver diseases
	1/606
	0.717136101
	SOCS3

	898. 
	Huntington Disease
	1/627
	0.729438085
	IL4R

	899. 
	Generalized hypotonia
	1/633
	0.732855998
	COX15

	900. 
	Sarcoma
	1/658
	0.746649459
	NFKBIA

	901. 
	Small cell carcinoma of lung
	1/673
	0.754589363
	CD9

	902. 
	Autistic Disorder
	1/677
	0.756665336
	INPP1

	903. 
	Secondary malignant neoplasm of lung
	1/683
	0.759747207
	FDFT1

	904. 
	Esophageal carcinoma
	1/685
	0.76076601
	TPX2

	905. 
	B-Cell Lymphomas
	1/730
	0.782606213
	SOCS3

	906. 
	Alzheimer's Disease
	3/82
	0.786411409
	SOCS3;COX15;PTGS1

	907. 
	Depressive disorder
	1/741
	0.787641628
	PTGS1

	908. 
	Short stature
	1/750
	0.791676713
	FANCL

	909. 
	Nasopharyngeal carcinoma
	1/782
	0.805426872
	NFKBIA

	910. 
	Heart failure
	1/815
	0.818678463
	PTGS1

	911. 
	Congestive heart failure
	1/884
	0.84360356
	PTGS1

	912. 
	Osteosarcoma of bone
	1/1042
	0.888752901
	SOCS3

	913. 
	Parkinson Disease
	1/1064
	0.893930152
	DNAJB1

	914. 
	Intellectual Disability
	3/3
	0.901823779
	COX15;FANCL;ACTL6A



Supplementary Table 15. Table of interaction between hub genes and disease 
	Sl. No
	Term
	Overlap
	Genes

	1. 
	Infection
	4/492
	NFKBIA;SOCS3;IFIT1;PTGS1

	2. 
	Lung Neoplasms
	5/1177
	NFKBIA;SOCS3;CCNB2;PLK3;PTGS1

	3. 
	Virus Diseases
	4/875
	NFKBIA;SOCS3;IFIT1;PTGS1

	4. 
	gliosarcoma
	2/63
	NFKBIA;PTGS1

	5. 
	Cervical Adenocarcinoma
	2/67
	SOCS3;PTGS1

	6. 
	Ataxia Telangiectasia
	3/396
	NFKBIA;CCNB2;PTGS1

	7. 
	Burkitt Lymphoma
	3/407
	NFKBIA;PLK3;ZFP36L2

	8. 
	Pneumonia
	3/497
	NFKBIA;SOCS3;PTGS1

	9. 
	Hyperplastic Polyp
	2/110
	SOCS3;PTGS1

	10. 
	Stomach Carcinoma
	5/78
	NFKBIA;SOCS3;PLK3;IFIT1;PTGS1

	11. 
	Malignant neoplasm of stomach
	5/98
	NFKBIA;SOCS3;PLK3;IFIT1;PTGS1

	12. 
	Carcinoma of lung
	5/76
	NFKBIA;SOCS3;CCNB2;PLK3;PTGS1

	13. 
	Influenza
	3/589
	SOCS3;IFIT1;PTGS1

	14. 
	Primary Sj??gren's syndrome
	2/151
	NFKBIA;PTGS1

	15. 
	Pre-Eclampsia
	2/152
	SOCS3;PTGS1

	16. 
	Cachexia
	2/153
	NFKBIA;SOCS3

	17. 
	Classical Hodgkin's Lymphoma
	2/166
	NFKBIA;SOCS3

	18. 
	Gastritis
	2/181
	NFKBIA;PTGS1

	19. 
	Ulcer
	2/184
	SOCS3;PTGS1

	20. 
	Recurrent infection of the gastrointestinal tract
	1/6
	NFKBIA

	21. 
	Chronic respiratory failure
	1/6
	PTGS1

	22. 
	Arthritis, Psoriatic
	2/201
	NFKBIA;PTGS1

	23. 
	Ulcerative colitis in remission
	1/7
	SOCS3

	24. 
	Empyema, Pleural
	1/7
	NFKBIA

	25. 
	Gastrointestinal infection
	1/7
	NFKBIA

	26. 
	Adenocarcinoma
	4/1712
	NFKBIA;SOCS3;CCNB2;PTGS1

	27. 
	Liver Cirrhosis, Experimental
	3/801
	NFKBIA;CCNB2;PTGS1

	28. 
	Nasal Polyps
	2/219
	SOCS3;PTGS1

	29. 
	Hypomenorrhea
	1/9
	SOCS3

	30. 
	Congenital lactic acidosis
	1/9
	PTGS1

	31. 
	Saddle nose
	1/9
	NFKBIA

	32. 
	Severe Bronchopulmonary Dysplasia
	1/9
	NFKBIA

	33. 
	Leigh syndrome , French Canadian type
	1/9
	PTGS1

	34. 
	Nose Diseases
	1/9
	PTGS1

	35. 
	Undifferentiated carcinoma
	2/237
	NFKBIA;PTGS1

	36. 
	Hepatitis B, Chronic
	2/238
	NFKBIA;SOCS3

	37. 
	Squamous cell carcinoma
	4/1876
	NFKBIA;SOCS3;CCNB2;PTGS1

	38. 
	Malignant neoplasm of prostate
	5/39
	NFKBIA;SOCS3;PLK3;ZFP36L2;PTGS1

	39. 
	Breast Carcinoma
	6/63
	NFKBIA;SOCS3;CCNB2;PLK3;ZFP36L2;PTGS1

	40. 
	Malignant tumor of cervix
	3/884
	NFKBIA;SOCS3;PTGS1

	41. 
	Ectodermal dysplasia, hypohidrotic, with immune deficiency
	1/11
	NFKBIA

	42. 
	Inflammatory Bowel Diseases
	3/911
	NFKBIA;SOCS3;PTGS1

	43. 
	Malignant neoplasm of breast
	6/54
	NFKBIA;SOCS3;CCNB2;PLK3;ZFP36L2;PTGS1

	44. 
	Ulcerative Colitis
	3/915
	NFKBIA;SOCS3;PTGS1

	45. 
	Myeloproliferative disease
	2/264
	NFKBIA;SOCS3

	46. 
	Idiopathic urticaria
	1/12
	SOCS3

	47. 
	Bleeding ulcer
	1/12
	PTGS1

	48. 
	Intolerant of heat
	1/12
	NFKBIA

	49. 
	Mixed Cellularity Hodgkin Lymphoma
	1/13
	NFKBIA

	50. 
	Hodgkin lymphoma, lymphocyte depletion
	1/13
	NFKBIA

	51. 
	Diverticulosis
	1/13
	PTGS1

	52. 
	Chronic superficial gastritis
	1/13
	PTGS1

	53. 
	cervical cancer
	3/965
	NFKBIA;SOCS3;PTGS1

	54. 
	Myocardial Infarction
	3/966
	NFKBIA;SOCS3;PTGS1

	55. 
	Refractory Neoplasm
	1/14
	SOCS3

	56. 
	Lymphocyte Rich Classical Hodgkin Lymphoma
	1/15
	NFKBIA

	57. 
	Peg-shaped teeth
	1/15
	NFKBIA

	58. 
	Body Temperature Changes
	1/15
	PTGS1

	59. 
	Pointed tooth
	1/15
	NFKBIA

	60. 
	Cerebellar Neoplasms
	1/16
	NFKBIA

	61. 
	Empyema
	1/16
	NFKBIA

	62. 
	Hepatitis
	2/317
	SOCS3;PTGS1

	63. 
	Parainfluenza
	1/17
	IFIT1

	64. 
	Meconium Aspiration Syndrome
	1/17
	PTGS1

	65. 
	Psychological symptom
	1/17
	PTGS1

	66. 
	Colorectal Neoplasms
	3/1073
	NFKBIA;ZFP36L2;PTGS1

	67. 
	Glioma
	4/11
	NFKBIA;SOCS3;CCNB2;PTGS1

	68. 
	Pneumonitis
	2/339
	SOCS3;PTGS1

	69. 
	Anhydrotic Ectodermal Dysplasias
	1/19
	NFKBIA

	70. 
	Non-Small Cell Lung Carcinoma
	4/43
	NFKBIA;SOCS3;CCNB2;PTGS1

	71. 
	Cervix carcinoma
	3/1105
	NFKBIA;SOCS3;PTGS1

	72. 
	Lupus Erythematosus, Systemic
	3/1113
	NFKBIA;SOCS3;IFIT1

	73. 
	Primary malignant neoplasm of lung
	4/68
	NFKBIA;SOCS3;CCNB2;PLK3

	74. 
	Filarial Elephantiases
	1/20
	SOCS3

	75. 
	inflammatory joint disease
	1/21
	SOCS3

	76. 
	Allergic Conjunctivitis
	1/21
	SOCS3

	77. 
	Helicobacter-associated gastritis
	1/21
	PTGS1

	78. 
	Adult Hodgkin Lymphoma
	1/22
	NFKBIA

	79. 
	Activated B-cell type diffuse large B-cell lymphoma
	1/23
	NFKBIA

	80. 
	Chronic Kidney Diseases
	2/380
	SOCS3;PTGS1

	81. 
	Asthma, Occupational
	1/24
	PTGS1

	82. 
	Congenital hypoplasia of adrenal gland
	1/24
	SOCS3

	83. 
	Dyspepsia
	1/25
	PTGS1

	84. 
	Lung diseases
	2/393
	NFKBIA;PTGS1

	85. 
	Anhidrosis
	1/26
	NFKBIA

	86. 
	Malignant neoplasm of lung
	4/49
	NFKBIA;SOCS3;CCNB2;PLK3

	87. 
	Lymphadenitis
	1/30
	SOCS3

	88. 
	gastritis h pylori
	1/30
	PTGS1

	89. 
	Multiple Myeloma
	3/1312
	NFKBIA;SOCS3;PTGS1

	90. 
	Precancerous Conditions
	2/446
	NFKBIA;PTGS1

	91. 
	Complete hydatidiform mole
	1/32
	ZFP36L2

	92. 
	Cardiovascular morbidity
	1/32
	PTGS1

	93. 
	Nodular Lymphocyte Predominant Hodgkin Lymphoma
	1/32
	NFKBIA

	94. 
	Myocardial Ischemia
	2/448
	NFKBIA;SOCS3

	95. 
	Pleural Tuberculosis
	1/33
	SOCS3

	96. 
	Angiomyolipoma
	1/33
	IFIT1

	97. 
	Cholangiocarcinoma
	2/455
	SOCS3;PLK3

	98. 
	Malignant Head and Neck Neoplasm
	2/470
	SOCS3;PLK3

	99. 
	Lip and Oral Cavity Carcinoma
	2/473
	NFKBIA;PTGS1

	100. 
	Barrett's Adenocarcinoma
	1/36
	SOCS3

	101. 
	Invasive Streptococcus pneumoniae disease
	1/36
	NFKBIA

	102. 
	Hepatic Encephalopathy
	1/36
	PTGS1

	103. 
	Mammary Neoplasms, Human
	2/476
	NFKBIA;PTGS1

	104. 
	Corpus Luteum Cyst
	1/37
	PTGS1

	105. 
	Dermatitis, Atopic
	2/484
	NFKBIA;SOCS3

	106. 
	Pain
	2/485
	NFKBIA;PTGS1

	107. 
	Hyperglycemia
	2/488
	NFKBIA;SOCS3

	108. 
	Malignant neoplasm of mouth
	2/492
	NFKBIA;PTGS1

	109. 
	Aspirin exacerbated respiratory disease
	1/40
	PTGS1

	110. 
	Intestinal Polyps
	1/41
	PTGS1

	111. 
	Gestational Trophoblastic Neoplasms
	1/41
	ZFP36L2

	112. 
	Drug Allergy
	1/42
	PTGS1

	113. 
	Flushing
	1/43
	PTGS1

	114. 
	Hepatocarcinogenesis
	2/527
	NFKBIA;SOCS3

	115. 
	Leukemia, Plasma Cell
	1/45
	SOCS3

	116. 
	Diminished sweating
	1/45
	NFKBIA

	117. 
	Toxoplasmosis
	1/46
	SOCS3

	118. 
	Hypohidrosis
	1/46
	NFKBIA

	119. 
	Sarcoidosis, Pulmonary
	1/46
	NFKBIA

	120. 
	Fibrosis, Liver
	2/545
	NFKBIA;SOCS3

	121. 
	Hypertension, Renovascular
	1/47
	PTGS1

	122. 
	Cytochrome-c Oxidase Deficiency
	1/48
	PTGS1

	123. 
	Hematologic Neoplasms
	2/557
	PLK3;ZFP36L2

	124. 
	Medullary carcinoma
	1/49
	PTGS1

	125. 
	Colorectal Carcinoma
	4/31
	NFKBIA;SOCS3;ZFP36L2;PTGS1

	126. 
	Cystadenoma
	1/51
	PLK3

	127. 
	Malignant neoplasm of nasopharynx
	1/54
	NFKBIA

	128. 
	Rotavirus Infections
	1/54
	PTGS1

	129. 
	Atherogenesis
	1/55
	SOCS3

	130. 
	Dysmorphic features
	1/55
	PTGS1

	131. 
	Tuberculosis
	2/602
	NFKBIA;SOCS3

	132. 
	Carotid Artery Diseases
	1/57
	NFKBIA

	133. 
	Ectodermal Dysplasia
	1/57
	NFKBIA

	134. 
	Colitis
	2/608
	NFKBIA;SOCS3

	135. 
	Respiratory Tract Diseases
	1/58
	PTGS1

	136. 
	Precursor Cell Lymphoblastic Leukemia Lymphoma
	2/618
	SOCS3;ZFP36L2

	137. 
	Hemorrhagic Fever, Ebola
	1/61
	IFIT1

	138. 
	Arthritis
	2/630
	SOCS3;PTGS1

	139. 
	Cancer of Nasopharynx
	1/62
	NFKBIA

	140. 
	Prostate carcinoma
	4/45
	NFKBIA;SOCS3;PLK3;PTGS1

	141. 
	Esophagitis
	1/64
	PTGS1

	142. 
	Polyp of large intestine
	1/64
	PTGS1

	143. 
	Brain Neoplasms
	2/646
	NFKBIA;SOCS3

	144. 
	Stress, Psychological
	1/65
	NFKBIA

	145. 
	Bronchiolitis
	1/66
	NFKBIA

	146. 
	Joint swelling
	1/67
	SOCS3

	147. 
	Pustulosis of Palms and Soles
	1/67
	NFKBIA

	148. 
	Osteoarthritis of hip
	1/68
	SOCS3

	149. 
	Persistent infection
	1/68
	SOCS3

	150. 
	Chronic Obstructive Airway Disease
	2/669
	SOCS3;PTGS1

	151. 
	Liver Cirrhosis
	2/683
	NFKBIA;SOCS3

	152. 
	West Nile viral infection
	1/72
	SOCS3

	153. 
	Hamartoma
	1/74
	PTGS1

	154. 
	Colorectal Cancer
	4/98
	NFKBIA;SOCS3;ZFP36L2;PTGS1

	155. 
	Ovarian Cysts
	1/75
	PTGS1

	156. 
	Respiration Disorders
	1/76
	PTGS1

	157. 
	Rheumatoid Arthritis
	3/1833
	NFKBIA;SOCS3;PTGS1

	158. 
	Crohn's disease of large bowel
	1/78
	SOCS3

	159. 
	Bronchial Hyperreactivity
	1/78
	PTGS1

	160. 
	Sicca Syndrome
	1/78
	NFKBIA

	161. 
	Giant Cell Glioblastoma
	1/78
	NFKBIA

	162. 
	Malignant neoplasm of pancreas
	3/1846
	NFKBIA;SOCS3;PTGS1

	163. 
	Glioblastoma, IDH-Wildtype
	1/79
	PTGS1

	164. 
	Polyendocrinopathies, Autoimmune
	1/79
	PTGS1

	165. 
	Pancreatic carcinoma
	3/1869
	NFKBIA;SOCS3;PTGS1

	166. 
	Peptic Ulcer
	1/81
	PTGS1

	167. 
	bone destruction
	1/83
	SOCS3

	168. 
	Hyperalgesia, Secondary
	1/84
	PTGS1

	169. 
	Allodynia
	1/84
	PTGS1

	170. 
	Chronic sinusitis
	1/84
	SOCS3

	171. 
	Hyperalgesia, Primary
	1/85
	PTGS1

	172. 
	Endometriosis
	2/749
	NFKBIA;IFIT1

	173. 
	Actinic keratosis
	1/87
	PTGS1

	174. 
	Coronary Arteriosclerosis
	2/760
	NFKBIA;PTGS1

	175. 
	Glioblastoma
	3/37
	NFKBIA;SOCS3;PTGS1

	176. 
	Cerebral Palsy
	1/89
	PTGS1

	177. 
	Tactile Allodynia
	1/89
	PTGS1

	178. 
	leukemia
	3/41
	SOCS3;ZFP36L2;PTGS1

	179. 
	Thyroid associated opthalmopathies
	1/92
	SOCS3

	180. 
	Osteoarthritis, Knee
	1/93
	SOCS3

	181. 
	Hepatitis C
	2/783
	SOCS3;IFIT1

	182. 
	Traditional Serrated Adenoma
	1/94
	PTGS1

	183. 
	Sciatic Neuropathy
	1/95
	NFKBIA

	184. 
	Gastric ulcer
	1/95
	PTGS1

	185. 
	Thin, sparse hair
	1/96
	NFKBIA

	186. 
	Sparse hair
	1/96
	NFKBIA

	187. 
	Malignant tumor of colon
	3/01
	NFKBIA;SOCS3;PTGS1

	188. 
	Thrombosis
	1/98
	PTGS1

	189. 
	Leigh Disease
	1/99
	PTGS1

	190. 
	Psoriasis
	2/818
	NFKBIA;SOCS3

	191. 
	Heart Decompensation
	1/102
	PTGS1

	192. 
	Acute pancreatitis
	1/104
	NFKBIA

	193. 
	Amyloidosis
	2/833
	SOCS3;PTGS1

	194. 
	Stomach Neoplasms
	2/835
	SOCS3;PTGS1

	195. 
	Premature Obstetric Labor
	1/105
	PTGS1

	196. 
	Hepatitis B
	2/839
	NFKBIA;SOCS3

	197. 
	Heart Failure, Right-Sided
	1/106
	PTGS1

	198. 
	Dermatitis, Allergic Contact
	1/107
	SOCS3

	199. 
	Head and Neck Neoplasms
	1/107
	PTGS1

	200. 
	Mechanical Allodynia
	1/108
	PTGS1

	201. 
	Myocardial Failure
	1/108
	PTGS1

	202. 
	Colon Carcinoma
	3/91
	NFKBIA;SOCS3;PTGS1

	203. 
	Convulsive Seizures
	1/109
	PLK3

	204. 
	Hyperalgesia, Thermal
	1/109
	PTGS1

	205. 
	Reperfusion Injury
	1/110
	PTGS1

	206. 
	Synovitis
	1/112
	PTGS1

	207. 
	Lymphocyte Count measurement
	1/114
	ZFP36L2

	208. 
	leiomyosarcoma
	1/114
	SOCS3

	209. 
	Myeloid Leukemia, Chronic
	2/876
	SOCS3;PTGS1

	210. 
	Pancreatic intraepithelial neoplasia
	1/115
	SOCS3

	211. 
	Respiratory Syncytial Virus Infections
	1/116
	NFKBIA

	212. 
	Convulsions
	1/118
	PLK3

	213. 
	Hyperalgesia
	1/119
	PTGS1

	214. 
	Infarction, Middle Cerebral Artery
	1/119
	NFKBIA

	215. 
	Hypodontia
	1/121
	NFKBIA

	216. 
	Pilocytic Astrocytoma
	1/122
	SOCS3

	217. 
	Acute lymphocytic leukemia
	2/907
	SOCS3;ZFP36L2

	218. 
	Crohn Disease
	2/912
	NFKBIA;SOCS3

	219. 
	Coronary heart disease
	2/913
	NFKBIA;PTGS1

	220. 
	CNS disorder
	1/124
	SOCS3

	221. 
	Ovarian Carcinoma
	3/03
	NFKBIA;PLK3;PTGS1

	222. 
	Familial M??ni??re disease
	1/125
	NFKBIA

	223. 
	Arthropathy
	1/125
	PTGS1

	224. 
	Laryngeal Squamous Cell Carcinoma
	1/126
	CCNB2

	225. 
	Left-Sided Heart Failure
	1/126
	PTGS1

	226. 
	Childhood asthma
	1/127
	NFKBIA

	227. 
	Peritonitis
	1/128
	SOCS3

	228. 
	Lyme Disease
	1/130
	PTGS1

	229. 
	Pseudohyperkalemia Cardiff
	1/131
	SOCS3

	230. 
	Sleep Apnea, Obstructive
	1/132
	PTGS1

	231. 
	Neoplasm Metastasis
	4/20
	NFKBIA;SOCS3;CCNB2;PTGS1

	232. 
	Diabetes Mellitus, Insulin-Dependent
	2/956
	NFKBIA;SOCS3

	233. 
	Ureteral obstruction
	1/138
	PTGS1

	234. 
	Degenerative polyarthritis
	2/976
	SOCS3;PTGS1

	235. 
	Coronary Artery Disease
	2/981
	NFKBIA;PTGS1

	236. 
	Mycosis Fungoides
	1/142
	SOCS3

	237. 
	Myositis
	1/143
	PTGS1

	238. 
	Encephalitis
	1/144
	NFKBIA

	239. 
	Thrombocythemia, Essential
	1/145
	SOCS3

	240. 
	Adenoma
	2/1000
	CCNB2;PTGS1

	241. 
	Glaucoma, Primary Open Angle
	1/147
	PTGS1

	242. 
	Hematological Disease
	1/147
	NFKBIA

	243. 
	Adrenoleukodystrophy
	1/149
	SOCS3

	244. 
	Carcinogenesis
	4/65
	NFKBIA;SOCS3;CCNB2;PTGS1

	245. 
	Sezary Syndrome
	1/153
	SOCS3

	246. 
	Mammary Neoplasms
	3/87
	NFKBIA;SOCS3;PTGS1

	247. 
	Hypertriglyceridemia
	1/157
	SOCS3

	248. 
	Sporadic Breast Carcinoma
	1/159
	NFKBIA

	249. 
	Nephritis
	1/162
	PTGS1

	250. 
	melanoma
	3/54
	NFKBIA;SOCS3;PTGS1

	251. 
	invasive cancer
	1/166
	CCNB2

	252. 
	Irritable Bowel Syndrome
	1/167
	NFKBIA

	253. 
	Arteriosclerosis
	2/1087
	SOCS3;PTGS1

	254. 
	Carcinomatosis
	1/176
	PTGS1

	255. 
	Anaplastic thyroid carcinoma
	1/176
	SOCS3

	256. 
	Neutropenia
	1/178
	SOCS3

	257. 
	Primary Myelofibrosis
	1/182
	SOCS3

	258. 
	Acidosis, Lactic
	1/183
	PTGS1

	259. 
	Hepatitis, Chronic
	1/183
	SOCS3

	260. 
	Atherosclerosis
	2/1134
	SOCS3;PTGS1

	261. 
	Hashimoto Disease
	1/186
	NFKBIA

	262. 
	Respiratory Distress Syndrome, Adult
	1/186
	NFKBIA

	263. 
	Malignant neoplasm of urinary bladder
	2/1144
	CCNB2;PTGS1

	264. 
	Carcinoma, Spindle-Cell
	1/188
	PTGS1

	265. 
	Bronchopulmonary Dysplasia
	1/188
	NFKBIA

	266. 
	Adult Glioblastoma
	1/189
	PTGS1

	267. 
	Platelet Count measurement
	1/191
	ZFP36L2

	268. 
	Carcinoma of bladder
	2/1162
	CCNB2;PTGS1

	269. 
	Eclampsia
	1/194
	PTGS1

	270. 
	Allergic asthma
	1/197
	NFKBIA

	271. 
	Renal fibrosis
	1/202
	SOCS3

	272. 
	Anaplastic carcinoma
	1/204
	PTGS1

	273. 
	Polycythemia Vera
	1/207
	SOCS3

	274. 
	Liver Dysfunction
	1/207
	SOCS3

	275. 
	Glomerulonephritis
	1/210
	PTGS1

	276. 
	Lupus Nephritis
	1/210
	PTGS1

	277. 
	Bladder Neoplasm
	2/1217
	CCNB2;PTGS1

	278. 
	Congenital contractural arachnodactyly
	1/212
	PLK3

	279. 
	Lymphoid leukemia
	1/213
	ZFP36L2

	280. 
	Recurrent respiratory infections
	1/213
	NFKBIA

	281. 
	Blast Phase
	1/214
	SOCS3

	282. 
	Respiratory syncytial virus (RSV) infection in conditions classified elsewhere and of unspecified site
	1/216
	NFKBIA

	283. 
	Frontal bossing
	1/216
	NFKBIA

	284. 
	Carcinoma
	1/216
	PTGS1

	285. 
	Alopecia
	1/216
	PLK3

	286. 
	Dyslipidemias
	1/216
	SOCS3

	287. 
	Status Epilepticus
	1/221
	SOCS3

	288. 
	Diabetes
	2/1268
	SOCS3;PTGS1

	289. 
	Secondary malignant neoplasm of lymph node
	2/1271
	SOCS3;PTGS1

	290. 
	Ki-1+ Anaplastic Large Cell Lymphoma
	1/228
	SOCS3

	291. 
	Endometrioma
	1/229
	IFIT1

	292. 
	Hyperlipidemia
	1/232
	PTGS1

	293. 
	Hypoglycemia
	1/232
	SOCS3

	294. 
	Chronic myeloproliferative disorder
	1/233
	SOCS3

	295. 
	Tumor Initiation
	1/234
	NFKBIA

	296. 
	Plaque, Amyloid
	1/235
	PTGS1

	297. 
	Sarcoidosis
	1/236
	NFKBIA

	298. 
	Endometrial Neoplasms
	1/238
	SOCS3

	299. 
	Medullary carcinoma of thyroid
	1/239
	PTGS1

	300. 
	Allergic disposition
	1/240
	PTGS1

	301. 
	Hypertensive disease
	2/1310
	NFKBIA;PTGS1

	302. 
	Meningioma, benign, no ICD-O subtype
	1/241
	PTGS1

	303. 
	Asthma
	2/1313
	SOCS3;PTGS1

	304. 
	Leukopenia
	1/246
	SOCS3

	305. 
	Epithelial ovarian cancer
	2/1329
	NFKBIA;PTGS1

	306. 
	Immune System Diseases
	1/250
	SOCS3

	307. 
	Renal Cell Carcinoma
	2/1348
	SOCS3;PTGS1

	308. 
	Adenoma of large intestine
	1/258
	PTGS1

	309. 
	Malignant Pleural Mesothelioma
	1/260
	SOCS3

	310. 
	Sjogren's Syndrome
	1/260
	NFKBIA

	311. 
	Lymphoma, T-Cell, Cutaneous
	1/260
	SOCS3

	312. 
	Hepatitis A
	1/261
	SOCS3

	313. 
	Endothelial dysfunction
	1/262
	PTGS1

	314. 
	Malignant neoplasm of gastrointestinal tract
	1/263
	PTGS1

	315. 
	Brain Ischemia
	1/264
	NFKBIA

	316. 
	Memory impairment
	1/267
	PTGS1

	317. 
	Myopia
	1/269
	IFIT1

	318. 
	Cerebral Ischemia
	1/275
	NFKBIA

	319. 
	Bacterial Infections
	1/276
	NFKBIA

	320. 
	Rectal Carcinoma
	1/276
	PTGS1

	321. 
	Experimental Organism Basal Cell Carcinoma
	1/282
	PTGS1

	322. 
	Squamous cell carcinoma of lung
	1/283
	NFKBIA

	323. 
	Anaplasia
	1/283
	SOCS3

	324. 
	Low density lipoprotein cholesterol measurement
	1/283
	PTGS1

	325. 
	Anoxia
	1/288
	PLK3

	326. 
	Pituitary Adenoma
	1/294
	CCNB2

	327. 
	Pituitary Neoplasms
	1/296
	CCNB2

	328. 
	Kidney Failure
	1/297
	PTGS1

	329. 
	Adenocarcinoma Of Esophagus
	1/299
	PTGS1

	330. 
	Choriocarcinoma
	1/300
	ZFP36L2

	331. 
	Senile Plaques
	1/301
	PTGS1

	332. 
	Cutaneous Melanoma
	1/301
	SOCS3

	333. 
	Serum total cholesterol measurement
	1/307
	PTGS1

	334. 
	Diabetes Mellitus
	2/1507
	SOCS3;PTGS1

	335. 
	Kidney Failure, Acute
	1/310
	NFKBIA

	336. 
	Barrett Esophagus
	1/323
	PTGS1

	337. 
	T-Cell Lymphoma
	1/324
	SOCS3

	338. 
	Impaired glucose tolerance
	1/326
	SOCS3

	339. 
	Prostatic Neoplasms
	2/1554
	SOCS3;ZFP36L2

	340. 
	Graves Disease
	1/335
	SOCS3

	341. 
	Thrombocytopenia
	1/341
	SOCS3

	342. 
	Malignant lymphoma, lymphocytic, intermediate differentiation, diffuse
	1/349
	SOCS3

	343. 
	Ewings sarcoma
	1/352
	NFKBIA

	344. 
	Lymphoma, Follicular
	1/359
	SOCS3

	345. 
	Hyperinsulinism
	1/377
	NFKBIA

	346. 
	Idiopathic Pulmonary Fibrosis
	1/379
	PTGS1

	347. 
	Mesothelioma
	1/383
	SOCS3

	348. 
	Leukemia, Myelocytic, Acute
	2/1703
	SOCS3;ZFP36L2

	349. 
	Hepatitis C, Chronic
	1/386
	SOCS3

	350. 
	Adenomatous Polyposis Coli
	1/392
	PTGS1

	351. 
	Ischemic stroke
	1/394
	PTGS1

	352. 
	Vascular Diseases
	1/401
	SOCS3

	353. 
	Precursor T-Cell Lymphoblastic Leukemia-Lymphoma
	1/408
	ZFP36L2

	354. 
	Inflammation
	1/429
	SOCS3

	355. 
	Liver carcinoma
	3/93
	NFKBIA;SOCS3;PLK3

	356. 
	Cirrhosis
	1/433
	SOCS3

	357. 
	Kidney Failure, Chronic
	1/437
	PTGS1

	358. 
	Meningioma
	1/438
	PTGS1

	359. 
	Eczema
	1/454
	SOCS3

	360. 
	Septicemia
	1/468
	SOCS3

	361. 
	Acute Promyelocytic Leukemia
	1/475
	PTGS1

	362. 
	Acute leukemia
	1/492
	ZFP36L2

	363. 
	Myeloid Leukemia
	1/501
	PTGS1

	364. 
	Alzheimer's Disease
	2/82
	SOCS3;PTGS1

	365. 
	Herpes Simplex Infections
	1/503
	NFKBIA

	366. 
	Malignant neoplasm of thyroid
	1/505
	SOCS3

	367. 
	Tumor Angiogenesis
	1/511
	PTGS1

	368. 
	Malignant neoplasm of large intestine
	1/516
	SOCS3

	369. 
	Malignant neoplasm of ovary
	2/26
	NFKBIA;PTGS1

	370. 
	Polycystic Ovary Syndrome
	1/526
	SOCS3

	371. 
	Sepsis
	1/529
	SOCS3

	372. 
	Metabolic Syndrome X
	1/548
	SOCS3

	373. 
	Tumor Progression
	2/90
	SOCS3;PLK3

	374. 
	Diabetic Nephropathy
	1/561
	PTGS1

	375. 
	Systemic Scleroderma
	1/562
	IFIT1

	376. 
	Mental Depression
	1/575
	PTGS1

	377. 
	Medulloblastoma
	1/590
	NFKBIA

	378. 
	Hodgkin Disease
	1/592
	NFKBIA

	379. 
	Liver diseases
	1/606
	SOCS3

	380. 
	Liver and Intrahepatic Biliary Tract Carcinoma
	1/607
	NFKBIA

	381. 
	Conventional (Clear Cell) Renal Cell Carcinoma
	1/631
	SOCS3

	382. 
	Triple Negative Breast Neoplasms
	1/632
	SOCS3

	383. 
	Esophageal Neoplasms
	1/637
	PTGS1

	384. 
	Kidney Diseases
	1/639
	SOCS3

	385. 
	Immunologic Deficiency Syndromes
	1/641
	SOCS3

	386. 
	Sarcoma
	1/658
	NFKBIA

	387. 
	Pancreatic Neoplasm
	1/665
	NFKBIA

	388. 
	Malignant neoplasm of esophagus
	1/673
	PTGS1

	389. 
	MYELODYSPLASTIC SYNDROME
	1/683
	IFIT1

	390. 
	Pancreatic Ductal Adenocarcinoma
	1/701
	SOCS3

	391. 
	Thyroid carcinoma
	1/721
	SOCS3

	392. 
	B-Cell Lymphomas
	1/730
	SOCS3

	393. 
	Astrocytoma
	1/741
	IFIT1

	394. 
	Depressive disorder
	1/741
	PTGS1

	395. 
	Neurodegenerative Disorders
	1/745
	SOCS3

	396. 
	Cerebrovascular accident
	1/768
	PTGS1

	397. 
	Colonic Neoplasms
	1/778
	PTGS1

	398. 
	Nasopharyngeal carcinoma
	1/782
	NFKBIA

	399. 
	Cardiovascular Diseases
	1/787
	PTGS1

	400. 
	Malignant neoplasm of liver
	1/805
	NFKBIA

	401. 
	HIV Infections
	1/806
	SOCS3

	402. 
	Heart failure
	1/815
	PTGS1

	403. 
	Solid Neoplasm
	1/840
	SOCS3

	404. 
	Endometrial Carcinoma
	1/840
	SOCS3

	405. 
	Glioblastoma Multiforme
	1/854
	SOCS3

	406. 
	Congestive heart failure
	1/884
	PTGS1

	407. 
	Squamous cell carcinoma of the head and neck
	1/934
	SOCS3

	408. 
	ovarian neoplasm
	1/938
	PTGS1

	409. 
	Squamous cell carcinoma of esophagus
	1/1023
	NFKBIA

	410. 
	Primary malignant neoplasm
	1/1032
	SOCS3

	411. 
	Osteosarcoma of bone
	1/1042
	SOCS3

	412. 
	Osteosarcoma
	1/1103
	SOCS3

	413. 
	Multiple Sclerosis
	1/1106
	SOCS3

	414. 
	Seizures
	1/1174
	PLK3

	415. 
	Epilepsy
	1/1177
	PLK3

	416. 
	Adenocarcinoma of lung (disorder)
	1/1187
	CCNB2

	417. 
	Neoplasms
	1/1236
	SOCS3

	418. 
	Lymphoma
	1/1307
	PLK3

	419. 
	Liver neoplasms
	1/1321
	SOCS3

	420. 
	Malignant Neoplasms
	1/1438
	SOCS3

	421. 
	Central neuroblastoma
	1/1655
	SOCS3

	422. 
	Diabetes Mellitus, Non-Insulin-Dependent
	1/1672
	SOCS3

	423. 
	Neuroblastoma
	1/1698
	SOCS3

	424. 
	Schizophrenia
	1/23
	PTGS1

	425. 
	Obesity
	1/61
	SOCS3




Supplementary Table 16. List of gene symbols, UniProt, and the PDB/AlphaFold.
	Gene Symbol
	UniProt ID
	PDB/AlphaFold

	SOCS3
	O14543
	AF-O14543-F1

	NFKBIA
	P25963
	1IKN

	IFIT1
	P09914
	5UDI

	CCNB2
	O95067
	AF-O95067-F1

	PLK3
	Q9H4B4
	4B6L

	PTGS1
	P23219
	6Y3C

	ZFP36L2
	P47974
	AF-P47974-F1

	RGS16
	O15492
	2IK8
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[bookmark: _Hlk183780872]Supplementary Figure 1. Illustration of bar chart of GO and KEGG of identified genes. (A) Genes in BP, (B) Genes in CC, (C) Genes in MF, and (D) Genes in pathway analysis.
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