	Model
	GDT-HA
	RMSD
	MolProbity
	Clash score
	Poor
rotamers
	Rama favored

	Initial
	1.0000
	0.000
	2.218
	16.5
	0.3
	91.6

	MODEL 1
	0.9927
	0.279
	2.085
	13.8
	0.3
	93.7

	MODEL 2
	0.9885
	0.252
	2.090
	14.1
	0.5
	93.3

	MODEL 3
	0.9890
	0.290
	2.110
	14.9
	0.4
	93.3

	MODEL 4
	0.9924
	0.262
	2.118
	14.5
	0.3
	92.9

	MODEL 5
	0.9910
	0.264
	2.091
	14.8
	0.0
	93.2


Supplementary Table 7
Scores of quality assessment parameters of models generated by the GalaxyRefine server.
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