
Table S1: Contemporary HIV-1 T/F amino acid frequency by position in the Env domain
	
	                                                                                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	169
	K: 38.10% (8)   R: 19.05% (4)   Q: 14.29% (3)   T: 9.52% (2)   
I: 9.52% (2)   V: 4.76% (1)   S: 4.76% (1)   
	21/24 (87.50%)
	3/24 (12.50%)



Table S2: Historical HIV-1 T/F amino acid frequency by position in the Env domain
	
	                                                                                                                  cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	169
	K: 82.76% (24)   Q: 10.34% (3)   R: 6.90% (2)   
	29/29 (100.00%)
	0/29 (0.00%)



Table S3: Contemporary HIV-1 T/F amino acid frequency by position in the Pol domain

	
	                                                                                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	166
	K: 75.00% (18)   T: 16.67% (4)   M: 4.17% (1)   Q: 4.17% (1)   
	24/24 (100.00%)
	0/24 (0.00%)

	176
	V: 70.83% (17)   I: 29.17% (7)   
	24/24 (100.00%)
	0/24 (0.00%)

	194
	T: 41.67% (10)   A: 16.67% (4)   K: 8.33% (2)   N: 8.33% (2)   
S: 8.33% (2)   D: 4.17% (1)   L: 4.17% (1)   M: 4.17% (1)   
G: 4.17% (1)   
	24/24 (100.00%)
	0/24 (0.00%)

	278
	N: 33.33% (8)   S: 25.00% (6)   D: 20.83% (5)   G: 12.50% (3)   
E: 8.33% (2)   
	24/24 (100.00%)
	0/24 (0.00%)



Table S4: Historical HIV-1 T/F amino acid frequency by position in the Pol domain
	
	                                                                                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	166
	K: 100.00% (29)   
	29/29 (100.00%)
	0/29 (0.00%)

	176
	V: 100.00% (29)   
	29/29 (100.00%)
	0/29 (0.00%)

	194
	T: 75.86% (22)   D: 6.90% (2)   I: 6.90% (2)   M: 6.90% (2)   
K: 3.45% (1)   
	29/29 (100.00%)
	0/29 (0.00%)

	278
	D: 79.31% (23)   G: 6.90% (2)   N: 6.90% (2)   E: 3.45% (1)   
K: 3.45% (1)   
	29/29 (100.00%)
	0/29 (0.00%)



Table S5: Contemporary HIV-1 T/F amino acid frequency by position in the Gag domain
	
	                                                                                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	427
	T: 75.00% (18)   N: 16.67% (4)   I: 4.17% (1)   P: 4.17% (1)   
	24/24 (100.00%)
	0/24 (0.00%)



Table S6: Historical HIV-1 T/F amino acid frequency by position in the Gag domain
	
	                                                                       cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	427
	T: 100.00% (29)   
	29/29 (100.00%)
	0/29 (0.00%)




Table S7: Contemporary HIV-1 T/F amino acid frequency by position in the Nef domain
	
	                                                                                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	8
	S: 70.00% (14)   N: 15.00% (3)   C: 10.00% (2)   G: 5.00% (1)   
	20/24 (83.33%)
	4/24 (16.67%)



Table S8: Historical HIV-1 T/F amino acid frequency by position in the Nef domain
	
	                                                                cutoff: 95%



	
	Percentage and raw 
count of non-gap
	Non-gap/total
(percentage)
	Gap/total
(percentage)

	8
	S: 100.00% (28)   
	28/29 (96.55%)
	1/29 (3.45%)
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