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Supplemental Fig. 1 Root-to-tip genetic distance regression analysis relative to sampling dates of DENVs. The Red dot indicates sequences of ID0244 (Dengue vaccine strain) obtained in the present study. Root-to-tip genetic distance regression was analyzed using TempEst v1.5.3 28.   
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Supplemental Fig. 2 Sequence comparison between DENV-2 wild-type and DENV-2 vaccine strain. ID0244 was the DENV-2 sample obtained in this study. Three positions of the attenuation site are represented in red box. 
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