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	Author/Year
	n
	rs number
	Allele
	P-value
TC
	P-value
HDL-C/Effect estimate 
	P-value
TG/Effect estimate
	P-value
LDL-C/Effect estimate

	Heid IM/ 2008(1)
	1643, 4037, 9205
	rs1800775
rs9989419
	A/C
G/A
	
	6.05E-15 / -3.99 (mg/dl)
Pooled: 8.50E-27
	
	

	Kathiresan S/ 2008 (2)
	2758, 5519, 7940, 5095
	rs1800775
	
	
	1.0×10-73/ −0.18 (mg/dl)
	
	

	Willer CJ, 2008 (3)
	8656, 8072
8656, 3654
8656, 6981
8656, 7030
8656, 4881
	rs3764261
rs1864163
rs9989419
rs12596776
rs1566439
	A/C
	
	2.3×10-57/ 3.47 (mg/dl)
6.9×10-39 / 4.12 
3.2×10-31/ 1.72 
2.8×10-8/ 1.26 
3.3×10-8/ 0.96 
	
	

	Zemunik T, 2009 (4)
	944
	rs7499892
	A
	
	9.0×10−06/ β=-0.235
	
	

	Ridker PM, 2009 (5)
	18245
	rs1800775
rs1532624
rs708272
rs1864163
rs7499892
rs5880
rs1800777
rs12597002
rs4784744
rs5882
rs7202364
rs8051691
rs5883
rs4329913
rs1529929
rs2217332
rs13306677
rs247615
rs9989419
rs289744
	A/C
A/C
A/C
A/G
A/G
C/G
G/A
C/A
G/A
A/G
A/G
C/A
G/A
G/A
G/A
G/A
G/A
A/G
G/A
A/C
	
	3.7×10-93/ 3.09 (mg/dl per allele)
3.0×10-92/ 3.14 
1.7×10-90/ 3.08 
9.2×10-71/ -3.10 
5.5×10-70/ -3.50 
8.2×10-25/ -3.48 
1.9×10-21/ -3.91 
3.6×10-17/ -1.39 
7.4×10-17/ -1.32 
1.7×10-15/ 1.30 
1.5×10-10/ 1.10 
1.9×10-10/ 1.09 
5.6×10-9/ 1.94 
6.6×10-9/ -1.03 
8.5×10-9/ 0.89 
1.1×10-8/ -1.23 
1.3×10-8/ 1.47 
3.8×10-8/ -0.98 
1.6×10-45/ -2.19 
8.8×10-17/ 1.37 
	
	

	Hiura Y, 2009(6)
	900, 3228
	rs3764261
	A/C

	
	1.9E–04/ β=5.6
3.4E–12/ β=6.2
	
	

	
	
	rs10945991
	A/C

	
	1.9E–07/ β=14.0
6.0E–03/ β=4.5
	
	

	Aulchenko YS, 2009 (7)
	17797, 22562
	rs1532624
	
	0.01, β=-0.028
	9.4E-94/ β=-0.213
	1.1E-3, β=0.038
	3.3E-3, β=0.034

	Table 1: Continued 

	Author/Year
	n
	rs number
	Allele
	P-value
TC
	P-value
HDL-C/Effect estimate 
	P-value
TG/Effect estimate
	P-value
LDL-C/Effect estimate

	Zabaneh D, 2010 (8)
	4560
	3764261
9989419
	A/C
G/A
	
	1.3×10-48/ OR=0.07
1.4×10-20/ OR=-0.05
	
	

	Wu Y, 2013 (9)
	1782, 1719 
	rs1800775
	A/C
	
	3.4E-09/ β=0.04
	
	

	Smith EN, 2010 (10)
	12,163
	rs247616
	T/C
	
	9.7×10-24/ β=2.99
	
	

	Waterworth DM, 2010 (11)
	17723, 37774
	rs9989419
rs16965220
	
	
	1.3×10-32/ β=0.035
0.04/ β=-0.006
	0.67/ β=0.003
9.6×10-6/ β=0.028
	0.58/ β=-0.002
0.01/ β=0.009

	Igl W, 2010 (12)
	656, 3,282
	rs9866473
	
	
	2.55E-04
	
	

	
	
	rs9863761
	
	
	7.74E-06
	
	

	
	
	rs2124147
	
	
	2.23E-04
	
	

	
	
	rs1532624
	A/C

	
	2.55E-06/ 0.48
1.96E-09/ 0.57 (standardized)
	
	

	Kraja AT, 2011(13) 
	22161
	173539
	A>C

	
	HDLC/TG
4.5E-16 / β=0.26
	
	

	Middelberg RPS, 2011 (14)
	2548 adolescents and 9145 adults
	rs173539
	T>C

	
	1.7×10-40/ β=0.255
	
	

	Weissglas-Volkov D, 2013 (15)
	6073
	rs1532624
	A/C

	
	1.39E-24/ OR=0.23
	
	

	Coram MA, 2013 (16)
	8153, 3587, 7138 
	rs247617
rs247617
	A/C

	
	1.48×10-44
3.48×10-16
	
	

	Ko A, 2014 (17)
	19273 

	rs5880
rs118146573
	
	
3.79×10-10/ β=-0.20
	1.76×10-16/ β=-0.29

	
	

	Zhou L, 2013 (18)
	3451, 
8830
	rs3764261
	T/G
	
	6.65×10-12/ 0.086 mg/dl
2.0×10-15/ 0.062 mg/dl
	
	

	Kathiresan S, 2009 (19)
	19840
20623
	rs173539
	C/T
	
	4.0×10-75/ 0.25 mg/dl 
	
	

	Sabatti C, 2009 (20)
	4763
	rs3764261
	T/G
	
	6.97E-29/ β= 0.092
	
	

	Willer CJ, 2013 (21)
	177533 
83626 
	rs3764261
rs3764261
	T/G
	4×10-31/0.050
	1.4×10-769 /0.241
	2×10-25/0.040
	2×10-34/-0.053

	Lu X, 2016 (22)
	8344, 14739
	rs3764261
	
	9.69×10–23/ β= 4.439
	2.00×10–97/ β= 3.353
	
	

	Below JE, 2016 (23)
	4383, 7876
	rs7499892
	T/C
	
	4.16E-17/ β= 0.233
3.80E-49/ β= 0.243
	
	

	Kettunen J, 2017 (24)
	8330 
	rs3764261
	A/C
	
	1.23×10-36/ β=0.22
	
	

	Nagy R, 2017 (25)
	20,032
	rs3764261
	A/C
	
	1.40E-113
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