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5 ʹ

3 ʹ

90
TT T G AA A G AC C C CA C C CG T A GG T G GC A A GC T A GC T T AA G T AA C G CC A C TT T G CA A G GC A T GG A A AA A T AC A T AA C T GA G A AT A G AA A A GT

AA A C TT T C TG G G GT G G GC A T CC A C CG T T CG A T CG A A TT C A TT G C GG T G AA A C GT T C CG T A CC T T TT T A TG T A TT G A CT C T TA T C TT T T CA

180
TC A G AT C A AG G T CA G G AA C A AA G A AA C A GC T G AA T A CC A A AC A G GA T A TC T G TG G T AA G C GG T T CC T G CC C C GG C T CA G G GC C A AG A A CA

AG T C TA G T TC C A GT C C TT G T TT C T TT G T CG A C TT A T GG T T TG T C CT A T AG A C AC C A TT C G CC A A GG A C GG G G CC G A GT C C CG G T TC T T GT

270
GA T G AG A C AG C T GA G T GA T G GG C C AA A C AG G A TA T C TG T G GT A A GC A G TT C C TG C C CC G G CT C G GG G C CA A G AA C A GA T G GT C C CC A G AT

CT A C TC T G TC G A CT C A CT A C CC G G TT T G TC C T AT A G AC A C CA T T CG T C AA G G AC G G GG C C GA G C CC C G GT T C TT G T CT A C CA G G GG T C TA

360
GC G G TC C A GC C C TC A G CA G T TT C T AG T G AA T C AT C A GA T G TT T C CA G G GT G C CC C A AG G A CC T G AA A A TG A C CC T G TA C C TT A T TT G A AC

CG C C AG G T CG G G AG T C GT C A AA G A TC A C TT A G TA G T CT A C AA A G GT C C CA C G GG G T TC C T GG A C TT T T AC T G GG A C AT G G AA T A AA C T TG

AscI

450
TA A C CA A T CA G T TC G C TT C T CG C T TC T G TT C G CG C G CT T C CG C T CT C C GA G C TC A A TA A A AG A G CC C A CA A C CC C T CA C T CG G C GC G C CA

AT T G GT T A GT C A AG C G AA G A GC G A AG A C AA G C GC G C GA A G GC G A GA G G CT C G AG T T AT T T TC T C GG G T GT T G GG G A GT G A GC C G CG C G GT

540
GT C T TC C G AT A G AC T G CG T C GC C C GG G T AC C C GT A T TC C C AA T A AA G C CT C T TG C T GT T T GC A T CC G A AT C G TG G T CT C G CT G T TC C T TG

CA G A AG G C TA T C TG A C GC A G CG G G CC C A TG G G CA T A AG G G TT A T TT C G GA G A AC G A CA A A CG T A GG C T TA G C AC C A GA G C GA C A AG G A AC

PshAI

630
GG A G GG T C TC C T CT G A GT G A TT G A CT A C CC A C GA C G GG G G TC T T TC A T TT G G GG G C TC G T CC G G GA T T TG G A GA C C CC T G CC C A GG G A CC

CC T C CC A G AG G A GA C T CA C T AA C T GA T G GG T G CT G C CC C C AG A A AG T A AA C C CC C G AG C A GG C C CT A A AC C T CT G G GG A C GG G T CC C T GG

720

Extended packaging signal

AC C G AC C C AC C A CC G G GA G G TA A G CT G G CC A G CA A C TT A T CT G T GT C T GT C C GA T T GT C T AG T G TC T A TG T T TG A T GT T A TG C G CC T G CG

TG G C TG G G TG G T GG C C CT C C AT T C GA C C GG T C GT T G AA T A GA C A CA G A CA G G CT A A CA G A TC A C AG A T AC A A AC T A CA A T AC G C GG A C GC

SpeI

810

Extended packaging signal

TC T G TA C T AG T T AG C T AA C T AG C T CT G T AT C T GG C G GA C C CG T G GT G G AA C T GA C G AG T T CT G A AC A C CC G G CC G C AA C C CT G G GA G A CG

AG A C AT G A TC A A TC G A TT G A TC G A GA C A TA G A CC G C CT G G GC A C CA C C TT G A CT G C TC A A GA C T TG T G GG C C GG C G TT G G GA C C CT C T GC

900

Extended packaging signal

TC C C AG G G AC T T TG G G GG C C GT T T TT G T GG C C CG A C CT G A GG A A GG G A GT C G AT G T GG A A TC C G AC C C CG T C AG G A TA T G TG G T TC T G GT

AG G G TC C C TG A A AC C C CC G G CA A A AA C A CC G G GC T G GA C T CC T T CC C T CA G C TA C A CC T T AG G C TG G G GC A G TC C T AT A C AC C A AG A C CA

990

Extended packaging signal

AG G A GA C G AG A A CC T A AA A C AG T T CC C G CC T C CG T C TG A A TT T T TG C T TT C G GT T T GG A A CC G A AG C C GC G C GT C T TG T C TG C T GC A G CG

TC C T CT G C TC T T GG A T TT T G TC A A GG G C GG A G GC A G AC T T AA A A AC G A AA G C CA A A CC T T GG C T TC G G CG C G CA G A AC A G AC G A CG T C GC

1080

Extended packaging signal

CT G C AG C A TC G T TC T G TG T T GT C T CT G T CT G A CT G T GT T T CT G T AT T T GT C T GA A A AT T A GG G C CA G A CT G T TA C C AC T C CC T T AA G T TT

GA C G TC G T AG C A AG A C AC A A CA G A GA C A GA C T GA C A CA A A GA C A TA A A CA G A CT T T TA A T CC C G GT C T GA C A AT G G TG A G GG A A TT C A AA

BstEII

1170

Extended packaging signal

GA C C TT A G GT C A CT G G AA A G AT G T CG A G CG G A TC G C TC A C AA C C AG T C GG T A GA T G TC A A GA A G AG A C GT T G GG T T AC C T TC T G CT C T GC

CT G G AA T C CA G T GA C C TT T C TA C A GC T C GC C T AG C G AG T G TT G G TC A G CC A T CT A C AG T T CT T C TC T G CA A C CC A A TG G A AG A C GA G A CG

1260

Extended packaging signal

AG A A TG G C CA A C CT T T AA C G TC G G AT G G CC G C GA G A CG G C AC C T TT A A CC G A GA C C TC A T CA C C CA G G TT A A GA T C AA G G TC T T TT C A CC

TC T T AC C G GT T G GA A A TT G C AG C C TA C C GG C G CT C T GC C G TG G A AA T T GG C T CT G G AG T A GT G G GT C C AA T T CT A G TT C C AG A A AA G T GG
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BsrGISexAI*

1350

Extended packaging signal

TG G C CC G C AT G G AC A C CC A G AC C A GG T C CC C T AC A T CG T G AC C T GG G A AG C C TT G G CT T T TG A C CC C C CT C C CT G G GT C A AG C C CT T T GT

AC C G GG C G TA C C TG T G GG T C TG G T CC A G GG G A TG T A GC A C TG G A CC C T TC G G AA C C GA A A AC T G GG G G GA G G GA C C CA G T TC G G GA A A CA

1440

Extended packaging signal

AC A C CC T A AG C C TC C G CC T C CT C T TC C T CC A T CC G C CC C G TC T C TC C C CC T T GA A C CT C C TC G T TC G A CC C C GC C T CG A T CC T C CC T T TA

TG T G GG A T TC G G AG G C GG A G GA G A AG G A GG T A GG C G GG G C AG A G AG G G GG A A CT T G GA G G AG C A AG C T GG G G CG G A GC T A GG A G GG A A AT

1530

Extended packaging signal Blasticidin

TC C A GC C C TC A C TC C T TC T C TA G G CG C C GG A A TT C C GA T C TG A T CC A T GG C C AA G C CT T T GT C T CA A G AA G A AT C C AC C C TC A T TG A A AG

AG G T CG G G AG T G AG G A AG A G AT C C GC G G CC T T AA G G CT A G AC T A GG T A CC G G TT C G GA A A CA G A GT T C TT C T TA G G TG G G AG T A AC T T TC

1620

Blasticidin

AG C A AC G G CT A C AA T C AA C A GC A T CC C C AT C T CT G A AG A C TA C A GC G T CG C C AG C G CA G C TC T C TC T A GC G A CG G C CG C A TC T T CA C T GG

TC G T TG C C GA T G TT A G TT G T CG T A GG G G TA G A GA C T TC T G AT G T CG C A GC G G TC G C GT C G AG A G AG A T CG C T GC C G GC G T AG A A GT G A CC

BsgI

1710

Blasticidin

TG T C AA T G TA T A TC A T TT T A CT G G GG G A CC T T GT G C AG A A CT C G TG G T GC T G GG C A CT G C TG C T GC T G CG G C AG C T GG C A AC C T GA C T TG

AC A G TT A C AT A T AG T A AA A T GA C C CC C T GG A A CA C G TC T T GA G C AC C A CG A C CC G T GA C G AC G A CG A C GC C G TC G A CC G T TG G A CT G A AC

BsaBI*NruI*

1800

Blasticidin

TA T C GT C G CG A T CG G A AA T G AG A A CA G G GG C A TC T T GA G C CC C T GC G G AC G G TG C C GA C A GG T G CT T C TC G A TC T G CA T C CT G G GA T C AA

AT A G CA G C GC T A GC C T TT A C TC T T GT C C CC G T AG A A CT C G GG G A CG C C TG C C AC G G CT G T CC A C GA A G AG C T AG A C GT A G GA C C CT A G TT

SphIBlpI

1890

Blasticidin

AG C C AT A G TG A A GG A C AG T G AT G G AC A G CC G A CG G C AG T T GG G A TT C G TG A A TT G C TG C C CT C T GG T T AT G T GT G G GA G G GC T A AG C A TG

TC G G TA T C AC T T CC T G TC A C TA C C TG T C GG C T GC C G TC A A CC C T AA G C AC T T AA C G AC G G GA G A CC A A TA C A CA C C CT C C CG A T TC G T AC

1980
CC C G AC G G CG A G GA T C TC G T CG T G AC C C AT G G CG A T GC C T GC T T GC C G AA T A TC A T GG T G GA A A AT G G CC G C TT T T CT G G AT T C AT C G AC

GG G C TG C C GC T C CT A G AG C A GC A C TG G G TA C C GC T A CG G A CG A A CG G C TT A T AG T A CC A C CT T T TA C C GG C G AA A A GA C C TA A G TA G C TG

RsrIINgoMIV NaeI

2070
TG T G GC C G GC T G GG T G TG G C GG A C CG C T AT C A GG A C AT A G CG T T GG C T AC C C GT G A TA T T GC T G AA G A GC T T GG C G GC G A AT G G GC T G AC

AC A C CG G C CG A C CC A C AC C G CC T G GC G A TA G T CC T G TA T C GC A A CC G A TG G G CA C T AT A A CG A C TT C T CG A A CC G C CG C T TA C C CG A C TG

2160
CG C T TC C T CG T G CT T T AC G G TA T C GC C G CT C C CG A T TC G C AG C G CA T C GC C T TC T A TC G C CT T C TT G A CG A G TT C T TC T G AG C G GG A C TC

GC G A AG G A GC A C GA A A TG C C AT A G CG G C GA G G GC T A AG C G TC G C GT A G CG G A AG A T AG C G GA A G AA C T GC T C AA G A AG A C TC G C CC T G AG

2250

CMVie-Prom

TG G G GT T C GT A A TA G T AA T C AA T T AC G G GG T C AT T A GT T C AT A G CC C A TA T A TG G A GT T C CG C G TT A C AT A A CT T A CG G T AA A T GG C C CG

AC C C CA A G CA T T AT C A TT A G TT A A TG C C CC A G TA A T CA A G TA T C GG G T AT A T AC C T CA A G GC G C AA T G TA T T GA A T GC C A TT T A CC G G GC

2340

CMVie-Prom

CC T G GC T G AC C G CC C A AC G A CC C C CG C C CA T T GA C G TC A A TA A T GA C G TA T G TT C C CA T A GT A A CG C C AA T A GG G A CT T T CC A T TG A C GT

GG A C CG A C TG G C GG G T TG C T GG G G GC G G GT A A CT G C AG T T AT T A CT G C AT A C AA G G GT A T CA T T GC G G TT A T CC C T GA A A GG T A AC T G CA

2430

CMVie-Prom

CA A T GG G T GG A G TA T T TA C G GT A A AC T G CC C A CT T G GC A G TA C A TC A A GT G T AT C A TA T G CC A A GT A C GC C C CC T A TT G A CG T C AA T G AC

GT T A CC C A CC T C AT A A AT G C CA T T TG A C GG G T GA A C CG T C AT G T AG T T CA C A TA G T AT A C GG T T CA T G CG G G GG A T AA C T GC A G TT A C TG
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SnaBI

2520

CMVie-Prom

GG T A AA T G GC C C GC C T GG C A TT A T GC C C AG T A CA T G AC C T TA T G GG A C TT T C CT A C TT G G CA G T AC A T CT A C GT A T TA G T CA T C GC T A TT

CC A T TT A C CG G G CG G A CC G T AA T A CG G G TC A T GT A C TG G A AT A C CC T G AA A G GA T G AA C C GT C A TG T A GA T G CA T A AT C A GT A G CG A T AA

2610

CMVie-Prom

AC C A TG G T GA T G CG G T TT T G GC A G TA C A TC A A TG G G CG T G GA T A GC G G TT T G AC T C AC G G GG A T TT C C AA G T CT C C AC C C CA T T GA C G TC

TG G T AC C A CT A C GC C A AA A C CG T C AT G T AG T T AC C C GC A C CT A T CG C C AA A C TG A G TG C C CC T A AA G G TT C A GA G G TG G G GT A A CT G C AG

2700

CMVie-Prom

AA T G GG A G TT T G TT T T GG C A CC A A AA T C AA C G GG A C TT T C CA A A AT G T CG T A AC A A CT C C GC C C CA T T GA C G CA A A TG G G CG G T AG G C GT

TT A C CC T C AA A C AA A A CC G T GG T T TT A G TT G C CC T G AA A G GT T T TA C A GC A T TG T T GA G G CG G G GT A A CT G C GT T T AC C C GC C A TC C G CA

HindIIIBglII PaeR7I
XhoI

2790

CMVie-Prom

GT A C GG T G GG A G GT C T AT A T AA G C AG A G CT G G TT T A GT G A AC C G TC A G AT C C GC T A GC G C TA C C GG A C TC A G AT C T CG A G CT C A AG C T TG

CA T G CC A C CC T C CA G A TA T A TT C G TC T C GA C C AA A T CA C T TG G C AG T C TA G G CG A T CG C G AT G G CC T G AG T C TA G A GC T C GA G T TC G A AC

BspDI
ClaI

StuISalINotI

2880
TT T G GC C G AG G C GG C C GC T T GT C G AC A G GC C T TA A T GG C C TA A C AT C G AT A A AA T A AA A G AT T T TA T T TA G T CT C C AG A A AA A G GG G G GA

AA A C CG G C TC C G CC G G CG A A CA G C TG T C CG G A AT T A CC G G AT T G TA G C TA T T TT A T TT T C TA A A AT A A AT C A GA G G TC T T TT T C CC C C CT

2970
AT G A AA G A CC C C AC C T GT A G GT T T GG C A AG C T AG C T TA A G TA A C GC C A TT T T GC A A GG C A TG G A AA A A TA C A TA A C TG A G AA T A GA G A AG

TA C T TT C T GG G G TG G A CA T C CA A A CC G T TC G A TC G A AT T C AT T G CG G T AA A A CG T T CC G T AC C T TT T T AT G T AT T G AC T C TT A T CT C T TC

3060
TT C A GA T C AA G G TC A G GA A C AG A T GG A A CA G C TG A A TA T G GG C C AA A C AG G A TA T C TG T G GT A A GC A G TT C C TG C C CC G G CT C A GG G C CA

AA G T CT A G TT C C AG T C CT T G TC T A CC T T GT C G AC T T AT A C CC G G TT T G TC C T AT A G AC A C CA T T CG T C AA G G AC G G GG C C GA G T CC C G GT

3150
AG A A CA G A TG G A AC A G CT G A AT A T GG G C CA A A CA G G AT A T CT G T GG T A AG C A GT T C CT G C CC C G GC T C AG G G CC A A GA A C AG A T GG T C CC

TC T T GT C T AC C T TG T C GA C T TA T A CC C G GT T T GT C C TA T A GA C A CC A T TC G T CA A G GA C G GG G C CG A G TC C C GG T T CT T G TC T A CC A G GG

XbaI

3240
CA G A TG C G GT C C AG C C CT C A GC A G TT T C TA G A GA A C CA T C AG A T GT T T CC A G GG T G CC C C AA G G AC C T GA A A TG A C CC T G TG C C TT A T TT

GT C T AC G C CA G G TC G G GA G T CG T C AA A G AT C T CT T G GT A G TC T A CA A A GG T C CC A C GG G G TT C C TG G A CT T T AC T G GG A C AC G G AA T A AA

3330
GA A C TA A C CA A T CA G T TC G C TT C T CG C T TC T G TT C G CG C G CT T C TG C T CC C C GA G C TC A A TA A A AG A G CC C A CA A C CC C T CA C T CG G G GC

CT T G AT T G GT T A GT C A AG C G AA G A GC G A AG A C AA G C GC G C GA A G AC G A GG G G CT C G AG T T AT T T TC T C GG G T GT T G GG G A GT G A GC C C CG

3420
GC C A GT C C TC C G AT T G AC T G AG T C GC C C GG G T AC C C GT G T AT C C AA T A AA C C CT C T TG C A GT T G CA T C CG A C TT G T GG T C TC G C TG T T CC

CG G T CA G G AG G C TA A C TG A C TC A G CG G G CC C A TG G G CA C A TA G G TT A T TT G G GA G A AC G T CA A C GT A G GC T G AA C A CC A G AG C G AC A A GG

3510
TT G G GA G G GT C T CC T C TG A G TG A T TG A C TA C C CG T C AG C G GG G G TC T T TC A T TT G G GG G C TC G T CC G G GA T C GG G A GA C C CC T G CC C A GG

AA C C CT C C CA G A GG A G AC T C AC T A AC T G AT G G GC A G TC G C CC C C AG A A AG T A AA C C CC C G AG C A GG C C CT A G CC C T CT G G GG A C GG G T CC

3600
GA C C AC C G AC C C AC C A CC G G GA G G TA A G CT G G CT G C CT C G CG C G TT T C GG T G AT G A CG G T GA A A AC C T CT G A CA C A TG C A GC T C CC G G AG

CT G G TG G C TG G G TG G T GG C C CT C C AT T C GA C C GA C G GA G C GC G C AA A G CC A C TA C T GC C A CT T T TG G A GA C T GT G T AC G T CG A G GG C C TC

3690
AC G G TC A C AG C T TG T C TG T A AG C G GA T G CC G G GA G C AG A C AA G C CC G T CA G G GC G C GT C A GC G G GT G T TG G C GG G T GT C G GG G C GC A G CC

TG C C AG T G TC G A AC A G AC A T TC G C CT A C GG C C CT C G TC T G TT C G GG C A GT C C CG C G CA G T CG C C CA C A AC C G CC C A CA G C CC C G CG T C GG
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BstZ17I

3780
AT G A CC C A GT C A CG T A GC G A TA G C GG A G TG T A TA C T GG C T TA A C TA T G CG G C AT C A GA G C AG A T TG T A CT G A GA G T GC A C CA T A TG C G GT

TA C T GG G T CA G T GC A T CG C T AT C G CC T C AC A T AT G A CC G A AT T G AT A C GC C G TA G T CT C G TC T A AC A T GA C T CT C A CG T G GT A T AC G C CA

3870
GT G A AA T A CC G C AC A G AT G C GT A A GG A G AA A A TA C C GC A T CA G G CG C T CT T C CG C T TC C T CG C T CA C T GA C T CG C T GC G C TC G G TC G T TC

CA C T TT A T GG C G TG T C TA C G CA T T CC T C TT T T AT G G CG T A GT C C GC G A GA A G GC G A AG G A GC G A GT G A CT G A GC G A CG C G AG C C AG C A AG

AflIII
PciI

3960
GG C T GC G G CG A G CG G T AT C A GC T C AC T C AA A G GC G G TA A T AC G G TT A T CC A C AG A A TC A G GG G A TA A C GC A G GA A A GA A C AT G T GA G C AA

CC G A CG C C GC T C GC C A TA G T CG A G TG A G TT T C CG C C AT T A TG C C AA T A GG T G TC T T AG T C CC C T AT T G CG T C CT T T CT T G TA C A CT C G TT

4050
AA G G CC A G CA A A AG G C CA G G AA C C GT A A AA A G GC C G CG T T GC T G GC G T TT T T CC A T AG G C TC C G CC C C CC T G AC G A GC A T CA C A AA A A TC

TT C C GG T C GT T T TC C G GT C C TT G G CA T T TT T C CG G C GC A A CG A C CG C A AA A A GG T A TC C G AG G C GG G G GG A C TG C T CG T A GT G T TT T T AG

4140
GA C G CT C A AG T C AG A G GT G G CG A A AC C C GA C A GG A C TA T A AA G A TA C C AG G C GT T T CC C C CT G G AA G C TC C C TC G T GC G C TC T C CT G T TC

CT G C GA G T TC A G TC T C CA C C GC T T TG G G CT G T CC T G AT A T TT C T AT G G TC C G CA A A GG G G GA C C TT C G AG G G AG C A CG C G AG A G GA C A AG

4230
CG A C CC T G CC G C TT A C CG G A TA C C TG T C CG C C TT T C TC C C TT C G GG A A GC G T GG C G CT T T CT C A TA G C TC A C GC T G TA G G TA T C TC A G TT

GC T G GG A C GG C G AA T G GC C T AT G G AC A G GC G G AA A G AG G G AA G C CC T T CG C A CC G C GA A A GA G T AT C G AG T G CG A C AT C C AT A G AG T C AA

4320
CG G T GT A G GT C G TT C G CT C C AA G C TG G G CT G T GT G C AC G A AC C C CC C G TT C A GC C C GA C C GC T G CG C C TT A T CC G G TA A C TA T C GT C T TG

GC C A CA T C CA G C AA G C GA G G TT C G AC C C GA C A CA C G TG C T TG G G GG G C AA G T CG G G CT G G CG A C GC G G AA T A GG C C AT T G AT A G CA G A AC

4410
AG T C CA A C CC G G TA A G AC A C GA C T TA T C GC C A CT G G CA G C AG C C AC T G GT A A CA G G AT T A GC A G AG C G AG G T AT G T AG G C GG T G CT A C AG

TC A G GT T G GG C C AT T C TG T G CT G A AT A G CG G T GA C C GT C G TC G G TG A C CA T T GT C C TA A T CG T C TC G C TC C A TA C A TC C G CC A C GA T G TC

4500
AG T T CT T G AA G T GG T G GC C T AA C T AC G G CT A C AC T A GA A G GA C A GT A T TT G G TA T C TG C G CT C T GC T G AA G C CA G T TA C C TT C G GA A A AA

TC A A GA A C TT C A CC A C CG G A TT G A TG C C GA T G TG A T CT T C CT G T CA T A AA C C AT A G AC G C GA G A CG A C TT C G GT C A AT G G AA G C CT T T TT

4590
GA G T TG G T AG C T CT T G AT C C GG C A AA C A AA C C AC C G CT G G TA G C GG T G GT T T TT T T GT T T GC A A GC A G CA G A TT A C GC G C AG A A AA A A AG

CT C A AC C A TC G A GA A C TA G G CC G T TT G T TT G G TG G C GA C C AT C G CC A C CA A A AA A A CA A A CG T T CG T C GT C T AA T G CG C G TC T T TT T T TC

4680
GA T C TC A A GA A G AT C C TT T G AT C T TT T C TA C G GG G T CT G A CG C T CA G T GG A A CG A A AA C T CA C G TT A A GG G A TT T T GG T C AT G A GA T T AT

CT A G AG T T CT T C TA G G AA A C TA G A AA A G AT G C CC C A GA C T GC G A GT C A CC T T GC T T TT G A GT G C AA T T CC C T AA A A CC A G TA C T CT A A TA

4770

Amp

CA A A AA G G AT C T TC A C CT A G AT C C TT T T AA A T TA A A AA T G AA G T TT T A AA T C AA T C TA A A GT A T AT A T GA G T AA A C TT G G TC T G AC A G TT

GT T T TT C C TA G A AG T G GA T C TA G G AA A A TT T A AT T T TT A C TT C A AA A T TT A G TT A G AT T T CA T A TA T A CT C A TT T G AA C C AG A C TG T C AA

4860

Amp

AC C A AT G C TT A A TC A G TG A G GC A C CT A T CT C A GC G A TC T G TC T A TT T C GT T C AT C C AT A G TT G C CT G A CT C C CC G T CG T G TA G A TA A C TA

TG G T TA C G AA T T AG T C AC T C CG T G GA T A GA G T CG C T AG A C AG A T AA A G CA A G TA G G TA T C AA C G GA C T GA G G GG C A GC A C AT C T AT T G AT

4950

Amp

CG A T AC G G GA G G GC T T AC C A TC T G GC C C CA G T GC T G CA A T GA T A CC G C GA G A CC C A CG C T CA C C GG C T CC A G AT T T AT C A GC A A TA A A CC

GC T A TG C C CT C C CG A A TG G T AG A C CG G G GT C A CG A C GT T A CT A T GG C G CT C T GG G T GC G A GT G G CC G A GG T C TA A A TA G T CG T T AT T T GG

AseI

5040

Amp

AG C C AG C C GG A A GG G C CG A G CG C A GA A G TG G T CC T G CA A C TT T A TC C G CC T C CA T C CA G T CT A T TA A T TG T T GC C G GG A A GC T A GA G T AA

TC G G TC G G CC T T CC C G GC T C GC G T CT T C AC C A GG A C GT T G AA A T AG G C GG A G GT A G GT C A GA T A AT T A AC A A CG G C CC T T CG A T CT C A TT
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FspI

5130

Amp

GT A G TT C G CC A G TT A A TA G T TT G C GC A A CG T T GT T G CC A T TG C T GC A G GC A T CG T G GT G T CA C G CT C G TC G T TT G G TA T G GC T T CA T T CA

CA T C AA G C GG T C AA T T AT C A AA C G CG T T GC A A CA A C GG T A AC G A CG T C CG T A GC A C CA C A GT G C GA G C AG C A AA C C AT A C CG A A GT A A GT

5220

Amp

GC T C CG G T TC C C AA C G AT C A AG G C GA G T TA C A TG A T CC C C CA T G TT G T GC A A AA A A GC G G TT A G CT C C TT C G GT C C TC C G AT C G TT G T CA

CG A G GC C A AG G G TT G C TA G T TC C G CT C A AT G T AC T A GG G G GT A C AA C A CG T T TT T T CG C C AA T C GA G G AA G C CA G G AG G C TA G C AA C A GT

5310

Amp

GA A G TA A G TT G G CC G C AG T G TT A T CA C T CA T G GT T A TG G C AG C A CT G C AT A A TT C T CT T A CT G T CA T G CC A T CC G T AA G A TG C T TT T C TG

CT T C AT T C AA C C GG C G TC A C AA T A GT G A GT A C CA A T AC C G TC G T GA C G TA T T AA G A GA A T GA C A GT A C GG T A GG C A TT C T AC G A AA A G AC

ScaI

5400

Amp

TG A C TG G T GA G T AC T C AA C C AA G T CA T T CT G A GA A T AG T G TA T G CG G C GA C C GA G T TG C T CT T G CC C G GC G T CA A C AC G G GA T A AT A C CG

AC T G AC C A CT C A TG A G TT G G TT C A GT A A GA C T CT T A TC A C AT A C GC C G CT G G CT C A AC G A GA A C GG G C CG C A GT T G TG C C CT A T TA T G GC

XmnI

5490

Amp

CG C C AC A T AG C A GA A C TT T A AA A G TG C T CA T C AT T G GA A A AC G T TC T T CG G G GC G A AA A C TC T C AA G G AT C T TA C C GC T G TT G A GA T C CA

GC G G TG T A TC G T CT T G AA A T TT T C AC G A GT A G TA A C CT T T TG C A AG A A GC C C CG C T TT T G AG A G TT C C TA G A AT G G CG A C AA C T CT A G GT

5580

Amp

GT T C GA T G TA A C CC A C TC G T GC A C CC A A CT G A TC T T CA G C AT C T TT T A CT T T CA C C AG C G TT T C TG G G TG A G CA A A AA C A GG A A GG C A AA

CA A G CT A C AT T G GG T G AG C A CG T G GG T T GA C T AG A A GT C G TA G A AA A T GA A A GT G G TC G C AA A G AC C C AC T C GT T T TT G T CC T T CC G T TT

SspI

5670

Amp

AT G C CG C A AA A A AG G G AA T A AG G G CG A C AC G G AA A T GT T G AA T A CT C A TA C T CT T C CT T T TT C A AT A T TA T T GA A G CA T T TA T C AG G G TT

TA C G GC G T TT T T TC C C TT A T TC C C GC T G TG C C TT T A CA A C TT A T GA G T AT G A GA A G GA A A AA G T TA T A AT A A CT T C GT A A AT A G TC C C AA

5760
AT T G TC T C AT G A GC G G AT A C AT A T TT G A AT G T AT T T AG A A AA A T AA A C AA A T AG G G GT T C CG C G CA C A TT T C CC C G AA A A GT G C CA C C TG

TA A C AG A G TA C T CG C C TA T G TA T A AA C T TA C A TA A A TC T T TT T A TT T G TT T A TC C C CA A G GC G C GT G T AA A G GG G C TT T T CA C G GT G G AC

5850
AC G T CT A A GA A A CC A T TA T T AT C A TG A C AT T A AC C T AT A A AA A T AG G C GT A T CA C G AG G C CC T T TC G T CT T C AA G A AT T C AT A C CA G A TC

TG C A GA T T CT T T GG T A AT A A TA G T AC T G TA A T TG G A TA T T TT T A TC C G CA T A GT G C TC C G GG A A AG C A GA A G TT C T TA A G TA T G GT C T AG

5940
AC C G AA A A CT G T CC T C CA A A TG T G TC C C CC T C AC A C TC C C AA A T TC G C GG G C TT C T GC C T CT T A GA C C AC T C TA C C CT A T TC C C CA C A CT

TG G C TT T T GA C A GG A G GT T T AC A C AG G G GG A G TG T G AG G G TT T A AG C G CC C G AA G A CG G A GA A T CT G G TG A G AT G G GA T A AG G G GT G T GA

SacII

3 ʹ

5 ʹ

5978
CA C C GG A G CC A A AG C C GC G G CC C T TC C G TT T C TT T G CT

GT G G CC T C GG T T TC G G CG C C GG G A AG G C AA A G AA A C GA
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