Table S1. Antibodies and the working dilutions for different applications in this study
	Antibody
	Host species
	Vendor
	Catalog no.
	Working dilution

	
	
	
	
	IB
	IF
	IH

	Occludin
	Rabbit
	Thermo Fisher Scientific
	71-1500
	1:300
	1:100
	

	ZO-1
	Rabbit
	Thermo Fisher Scientific
	61-7300
	1:300
	1:100
	

	N-cadherin
	Rabbit
	Santa Cruz Biotechnology
	sc-7939
	1:200
	1:100
	

	β-Catenin
	Rabbit
	Thermo Fisher Scientiﬁc
	138400
	1:200
	1:100
	

	GAPDH
	Mouse
	KangChen Bio-tech
	KC-5G5
	1:10000
	
	

	Rabbit IgG-HRP
	Bovine
	Wanleibio
	WLA023
	1:10000
	
	

	Bax
	Rabbit
	Wanleibio
	WL01637
	1:1000
	
	1:300

	Bcl-2
	Rabbit
	Wanleibio
	WL01556
	1:500
	
	1:100






[bookmark: _GoBack]Table S2. Sequences of primers utilized for RT-qPCR analysis
	Target
	Sense (5’-3’)
	Anti-sense (5’-3’)

	IL-6
	GACTTCCAGCCAGTTGCCTT
	CTGGTCTGTTGTGGGTGGTAT

	IL-1β
	CTGTCTGACCCATGTGAGCTG
	TTTGTCGTTGCTTGTCTCTCCTT

	TNF-α
	ATGGGCTCCCTCTCATCAGT
	GCTTGGTGGTTTGCTACGAC

	Cxcl10
	CCAAGTGCTGCTGTCGTTCTCTG
	GGTCTCAGCGTCTGTTCATGGAAG

	MCP-1
	CAGGTCTCTGTCACGCTTCT
	GTAGTTCTCCAGCCGACTCA

	GAPDH
	CAACGGGAAACCCATCACCA
	ACGCCAGTAGACTCCACGACAT












Table S3  Molecular docking of different styrene molecules with TLR4 protein
	Styrene
	Binding Score 
	Interaction
	Amino acid residue of TLR4

	Monomer
	-4.466
	Pi-Pi interaction
	LYS817

	
	
	Pi-Alkyl
	LEU819

	
	
	Van der Waals’ force
	PRO699, LEU814, ALA818, ASN82, GLU823

	Trimer
	-4.638
	Pi-Alkyl
	ARG729, ARG761, HIS726

	
	
	Van der Waals’ force
	SER762, SER670, SER728, PHE725, LYS727, ILE671, GLU669, GLY668, TYR665, SER666, ARG667, TRP755, SER759

	Decamer
	-5.784
	Pi -Anion
	GLU669

	
	
	Pi -Sigma
	GLY668

	
	
	Pi -Alky
	ALA818 and ARG667

	
	
	Van der Waals’ force
	GLY816, ASN820, TYR665, HIS726, LYS727, SER666, SER670, ILE671, ARG729, LYS817, ASP67, GLN702

























Table S4  Molecular docking of 6 small antioxidant stress drugs with TLR4 protein
	Drug
	Binding Energy (kcal/mol) 
	Interaction
	Amino acid residue of TLR4

	Vit E
	-2.526
	Conventional hydrogen bond
	GLU823

	
	
	Pi-Alkyl
	LYS810, LEU814, LEU819, LYS811, VAL698, PRO699

	
	
	Pi-Sigma
	PRO699

	
	
	Van der Waals’ force
	LYS817, GLY816, GLU827, ARG807, ASP815

	CoQ10
	-4.422
	Conventional hydrogen bond
	VAL698

	
	
	Carbon Hydrogen Bond
	ASN693

	
	
	Pi-Alkyl or Alkyl
	ALA818, LEU819, LEU814, LYS811, ARG807, HIS803

	
	
	Pi-Cation
	LYS810

	
	
	Van der Waals’ force
	GLY697, TRP806, PRO699, GLY816, ASP815, LYS817, ARG667, ARG761, GLY668, GLU669, ARG729, SER670, ASP673, ASN820, GLN702, ILE671, TYR672

	DHA
	-2.148
	Conventional hydrogen bond
	GLY816, LYS730, ARG729

	
	
	Pi-Alkyl
	TYR665

	
	
	Van der Waals’ force
	LYS817, ASP815, GLY763, ARG761, SER728, PHE725, GLU669, ARG667, LYS727, SER762, SER670, TRP755, SER759, SER666, HIS726, GLY668

	EGB
	-2.204
	Conventional hydrogen bond
	GLU823

	
	
	Pi-Alkyl
	VAL698, ARG700, PRO699, LEU819, LYS817, LEU814

	
	
	Van der Waals’ force
	GLU827, ASN820, ALA818, LYS811, GLY816, ASP815

	Salidroside
	-4.531
	Conventional hydrogen bond
	SER670, GLY668, HIS726, SER728, SER762, LEU758

	
	
	Carbon Hydrogen Bond
	TRP755, HIS726, PHE725, SER759, GLY668

	
	
	Van der Waals’ force
	ARG729, ARG761, GLU669, LYS727

	Cordycepin
	-5.201
	Conventional hydrogen bond
	GLU823, LYS817, GLN702, ILE671, SER670

	
	
	Carbon Hydrogen Bond
	ARG700

	
	
	Pi-Cation and Pi-Anion
	LYS817, ASP673

	
	
	Van der Waals’ force
	ASN820, PRO699, PHE701, TYR672, ARG729




