Supplemental Figure Illustrations

Fig.S1. The effects of PS-NPs on water intake, food intake, body weight, and testicular coefficient of rat. (A) Water consumption was monitored weekly. (B) Food intake was measured once a week. (C) Rats were weighed once a week during the exposure period. (D) After euthanasia, the rat testes were weighed and normalized to body weight. Error bars represent mean±SD, n=6, *P <0.05, **P <0.01, compared with the control group.

[bookmark: _GoBack]Fig.S2. Detection of damaged seminiferous tubules and serum reproductive hormones after continuous PS-NPs gavage in rats from pre-puberty. (A) The statistical analysis of the ratio of damaged tubules on PND95. 100 seminiferous tubules were randomly selected from sections of each animal. A tubule with one of the following characteristics: contraction, irregular basement membrane, peeling of spermatogenic cells, or inflammatory cell infiltration, is considered as a damaged tubule. (B-D) Serum concentration of FSH (B), LH (C), and testosterone (D) detected by ELISA on PND55 and PND95. Error bars represent mean ± SD, n= 6, *P <0.05, **P <0.01, compared with the control group.

Fig.S3. TLR4 as the potential core target protein of PS-NPs during damage on rat testes. (A) Volcano plot of DEGs between control and PS-NPs (12 mg/kg/day) groups on PND95. The X-axis represents differential gene expression (log2). The Y-axis represents p-value (-log10). Red dots, significantly upregulated DEGs. Green dots, significantly downregulated DEGs. Gray dots, non-DEGs. (B) GO enrichment analysis between control and PS-NPs groups. The Y-axis represents cellular biological functions. (C) KEGG enrichment analysis between control and PS-NPs groups. The Y-axis represents KEGG functional pathways. (D) PPI network interaction between styrene-interacting proteins and the screened DEGs after PS-NPs action on rat testes. The points in the network graph represent mRNAs. Lines indicate protein-protein interaction (PPI) relationships. Different colors represent different connection numbers, the more relationships, the redder the color. The size of the point reflects the existing situation of relationships. The larger the point, the more extensive interactions with surrounding molecules and the more connections. The dashed box shows the core part of the PPI network and is amplified on the right.
