Additional File 4: Table S4
Genomic distribution summary of Alu consensus sequences.
	Feature
	Frequency (%)

	Promoter (<=1kb)
	1.11

	Promoter (1-2kb)
	1.68

	Promoter (2-3kb)
	1.69

	5' UTR
	0.01

	3' UTR
	0.32

	1st Exon
	0.03

	Other Exon
	0.06

	1st Intron
	3.6

	Other Intron
	17.1

	Distal Intergenic
	74.4
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