Supplementary file 1: detailed methods of Bayesian analysis
We employed Bayesian analysis to identify commonly or rarely selected families as it takes the uncertainty of sampled data into account (Weckerle et al., 2011). The R function qbeta(0.025, C2+1, B2-C2+1) and qbeta(0.975, C2+1, B2-C2+1) were used to calculate the 95% probability credible interval of θ (expected proportion of edible species for the flora as a whole) and θj (proportion of edible species for a given plant family). Here, B2 means ‘number of edible species per family’, while C2 means ‘number of species per family’ (Weckerle et al., 2011). Commonly selected plant families with a 95% probability credible interval of θj above θ, while rarely selected plant families with a 95% probability credible interval of θj below θ. For example, for the Naxi people, first, we calculate the 95% probability credible interval of θ, which is from 0.044976 to 0.055943. We identified Dioscoreaceae as a commonly selected plant family as the 95% probability credible interval of θj of Dioscoreaceae is from 0.156302 to 0.510948, which is above the 95% probability credible interval of θ. We use ‘0.156302-0.055943>0’ to confirm θj of Dioscoreaceae is above θ. Ranunculaceae is a rarely selected plant family as the 95% probability credible interval of θj of Ranunculaceae is from 0.004886 to 0.038639, which is below the 95% probability credible interval of θ. We use ‘0.044976-0.038639>0’ to confirm θj of Ranunculaceae is below θ. We excluded very small plant families (i.e. the number of plant taxa per family≤10) in our analysis, as Bayesian analysis was based on proportional data which could bias the families with a small number of species (Moerman, 2012).
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