Additional file 4. Sanger-sequenced fragments of references genes used in the different experiments. 

Pilot experiment 

>scaffold20_(203bp)-S20
CTCCGTCATGGTATTAGTCATGAATTTACTACTTTTTTCACTGCACATTCCATGACATAATCTGATTCTAACTGCATCGTTTTGTTAGAGTTTCTGGCTCGGATGGATTGTTAAATCATGGCCACTATTTTGGGCTCTCTTCATCAGTTTTGTCCTTGGCACTGCCTATTCAATCAATGTAAGTTCAGTTCGGCTCTATGTTC

>scaffold411_(209bp)-S411
GGAAACATACTGGTCCTCTTCGCTGGTCATAAACGGTACACGGACCGATCCATCATTCAGTAGGTGAAAATCATAGCGTTTAGTTGCCGATGCATCGAAATTCTGGTTCCAAACTCCTTCGAAGAAGAGCGCATTAGCGTAAATTAGCGGTGTTAAGTTGTTAACTGCCCCTCGAGGAACAATTTCCTCTACGATTCCGTTCGTCCGTCT

>scaffold900_(220bp)-S900
GGTTGCTACAGGATTCAGCTACGTGGAGGACGAATCGTTGGTAGTTAGAACCGACTACGAGTCAGCAACTGATTTAACTACCTTGTTGAAGGCATTGTACAATGACAATGATGCCCTCCAGAAGAGCCCTCTCTATATCTTTGCCGAGTCTTATGGAGGAAAATTTGCTGTCACCCTTGGAGTTACCGCAGTTAAAGCCATCGAAGCAGGAGAGTTAAGG

PMEs

>Lus10031470_b3*b3_(196bp)-LuPME79
TCCCGATGGCCCACCAGTTCAACGCGATCACGGCTCAGAGCCGGACCGATCCGAATCAGAACACGGGGATATCGATCCAAAACTGTAGTATCAAGGCCGCGAAGGATCTTGCGGAGAGCAACGGAACGACTAGGTCTTACCTCGGCCGGCCGTGGAAGGCGTATTCGAGGACGGTGGTGATGAATTCGTACATCGC

>Lus10004720_b3*b2_(197bp)-LuPME10
GTTACATTCAATAGCGAAGAGATTTGGATCGATAGCGGCCCAAGACAGGAAATCGCCAGACGAGAAGACGGGCTTTGCATTCTTGAACTGTAAGGTGACTGGAACGGGCCAGCTCTACGTGGGCCGGGCCATGGGCCAGTACTCCAGGATTGTCTACTCACACACCTACTTTGATGACGTGGTTGCACACGGTGGAT

>G25305_a1*a1.2_(211bp)-LuPME73
GTTGACGTTTAGGAACACTGCCGGGCCGGCGAAGCACCAAGCAGTCGCCGTGAGAAACAGCGCCGACATGTCGGCGTTCTTCAACTGCAGCTTCGAAGGCTACCAGGATACACTATACGTACATTCCCTCCGCCAGTTCTACCGCGACTGTGACATCTACGGCACCATCGACTACATCTTCGGGAACGCGGCCGTCGTGTTCCAGAACTGC

>Lus10043035_a6*a6(220bp)-LuPME105
CGTTCGTGGGCTGCAGATTCCTGGGCGGACAGGACACTCTGTACGATCATTTCGGGAGGCATTATTACAAAGGTTGCTACATTGAAGGATCTGTGGATTTCATCTTCGGGAACGGCCTCTCCTACTTTGAGGTATGTATATTAATTTTTTGAATCAGAGAGAATATGTCGAATTGAAAGTGATGAATTTGGGGGTAAATCGTAAATGAAAGGGGTGTCAC

Metabolism genes

>Lus10016751_3.3F*3bR_(199bp)-acetolactate synthase-1
GTTCAAGAGCTGGCAACTATTCGGGTGGAGAATTTACCGGTGAAGATGATGCTGTTGAATAATCAGCACTTGGGTATGGTGGTACAGTGGGAAGATCGTTTCTACAAAGCGAATAGAGCTCACACATATCTAGGGGATCCAGCAAGGGAATCGGAGATATTCCCGAACATGCTGAAGTTTGCTGAAGGTTGTGGAATTC

[bookmark: _GoBack]>G24175_4F*4R_(206bp)-cyclic peptide
ACCTTGTCTCCTATTTCTGGAAAGGATGGCGGCCTCCGCAACCAGGAGGAGAGCGATGGTATGTTGGTCTTCCCCTTATTTATATTCGGCAAGGAAGGTAGTCAGGACAAGTATAATGGAGCAGCTGCCCTCCGCGACCAGGAGGAGAGCGATGGTATGTTGATCCCCCCCTTCTTTGTCATATTCGGCAAGGAAGGTTGTCAGGA

>Lus10029955_b.1F*bR_(208bp)-acetolactate synthase-2
ATGATACTGAACAACCAGCATTTGGGGATGGTGGTCCAGTGGGAGGACAGGTTTTACAAGGCGAACAGAGCGCATACGTTTCTGGGGAACCCGGCGGGGGAGGAAGGGGAGATTTTTCCGAACATGTTGAATTTCGCCGAGGCTTGTGGGATACCGGCGGCCAGGGTGAGTAAGATCGGCGAGGTTAGGGAGGGGATTCAGAGGATGT

>Lus10017825_aF*aR_(210bp)-UDP glucoronosyl/glucosyl transferase
ACCACAGCGGACTTATATTGCAAGACCCAGAACACTATTCCCAAACCTTTCGGAGAGTGGGTTCCGAAACCCTCACGGATCTCATCCGGAAACAGAGCGAATCNCGGCACCCTGTCCACTGTATAATTTACGATGCAAGTATGCCCTGGTTCCTGGACGTCGCCAAGCGGTTTGGGATTGTGGGAGCTGCATTTCTCACTCAGTCATGCG




