Additional file 7. Average read count and dispersion among the mapped reads for two replicate sequencing runs of PME genes. Statistics are given for the 28 pools for all mapped reads or for each individual gene.

	Reads
	Replicate
	Average
	Mean deviation
	Standard deviation
	Coefficient of variation

	Mapped reads
	1
	9906.0
	1939.3
	2461.8
	24.9

	
	2
	12236.5
	2499.4
	3175.1
	25.9

	Lus10031470 (LuPME79)
	1
	1362.6
	464.2
	693.8
	50.9

	
	2
	1700.7
	485.2
	715.0
	42.0

	Lus10004720 (LuPME10)
	1
	3277.0
	1199.8
	1534.1
	46.8

	
	2
	3138.9
	1147.7
	1478.6
	47.1

	[bookmark: _GoBack]G25305  (LuPME73)
	1
	3365.8
	887.6
	1279.2
	38.0

	
	2
	5136.9
	1387.4
	1977.0
	38.5

	Lus10043035
(Lu PME105)
	1
	1900.6
	820.7
	1092.9
	57.5

	
	2
	2260.1
	907.0
	1227.5
	54.3





